Substrate

Cleavage Site Sequence

Accession No.

ZIKV Cl.Ci
ZIKV ns2A4 ns2b
ZIKV ns2Bns3
ZIKV ns3{ns4A
ZIKV ns4Blns5

Secreted Frizzled-related protein 1 (SFRP1)

Gs Alpha subunit

NT5M, 5'(3")-deoxy-ribonucleotidase, mitochondrial isoform X3

Transcription factor HFK 1 (Forkhead box protein G1)
Ankyrin repeat domain-containing protein 65 isoform 1
Mitochondrial dynamics protein MID51 isoform 1

Voltage-dependent T-type calcium channel subunit alpha- 1H isoform X7

Plexin-B3 isoform 1 and 2 precursor & plexin-B3

PRRC2A

Leucine-rich repeat and calponin homology domain-containing protein 4 isoform 2

Protein phosphatase 1B (PPM1B)

FCRLB protein

KERKRR{GADTSIGI
TRSGKRVSWPPSEVL
VKTGKRVSGALWDVP
FAAGKRIGAALGVME
GLVKRRYGGGTGETL

SEGGRR{GAALGVLL
QVAGRR|GAALPCSL
VPAGRR|GAAGGLGL
KLAFKR]GARLTSTG
AAAAGR | GAALRFLL
SHSGKR | SWEEPNWM
GPPARR | SWPPSPQR
FAAGPR ] GTQAALCA
GRGDKR | SWPSPKNR
TEAGQR|GSALGDLA
RAAGKS | GSALELSV
GPREAR | GAALGGVV

NP_003003.3, AAB70793.1
CAA39484.1
XP_011522268.1
CAA52239.1
NP_001138682.1
NP_061881.2
XP_016879309.1
NP_005384.2
AQY77357.1
NP_001276863.1
AAY89640.1
AAH38564.2

ZIKV ns2B/ns3

FOXG1  SFRP1

SFRP2  SFRP4

NT5M  Gsalpha ---
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protease _
— | e——— UNCUT

. = R CcuUT
SFRP1 MG I GRSEGGRRGAALGVLLALGAAL
SFRP2 MLQGPGSLLLLFLASHCCLGSARGLFLFGQPDFS
SFRP4 MFLS I LVALCLWLHLALGVRGAPCEAVRIPMCRH

SFRP1 FOXG1 NTSM
!

ZIKV ns2B|ns3 VKTGKRSGALWDVP
ZIKV ns3|ns4A FAAGKRGAALGVME l l
Homo sapiens MGIGRSEGGRRGAALGVLLALGAAL RSTTSRAKLAFKRGARLTSTG CSAAVPAGRRGAAGGLGLAGG
Macaca mulatta MGSGRSAGGCRGAALGVLLALGAAL RSTTSRAKLAFKRGARLTSTG CSAAVPAGRRGAAGGQGLAGG
Gorilla gorilla MGSGRSVGGRRGAVLGVLLALGAAL RSTTSRAKLAFKRGARLTSTG CSAAVPAGRRGAAGGPGLAGG
Pongo abelii MGSGRSVGGRRGAALGVLLALGAAL RSTTSRAKLAFKRGARLTSTG CSAAVPVGRRGAAGGPGLAGD
Pan troglodytes MGSGRSVGGRRGAALGVLLALGAAL RSTTSRAKLAFKRGARLTSTG CSAAVPAGRRGAAGGPGLAGG

Myotis lucifugus
Tupaia chinensis
Gallus gallus
Equus caballus
Xenopus laevis
Bos taurus

Sus scrofa

Camelus dromedarius

Rattus norvegicus
Mus musculus
Salmo salar

C. elegans

MGSGRGAGGRRGAAGGVLLALAAGL
MGSGRGAGGRRGAAAGVLLALAAGL
MGVGRSEGGRRGAALGVLLALGVAL
MGSGRGAGGRRGAAGGVLLALAAGL
————— MNGENG IWPLLLFWVTPGIL
—————— MGGGRWAAAGALLALAAGL
—————— MGGGRWAAAGVLLALAAGL
—————— MGGGRWAAAGVLLALAAGL
MGVGRNARGRGGAASGVLLALAAAL
MGVGRSARGRGGAASGVLLALAAAL
--—--MRSIERLCGWRIIPLALTMAV
—————————— MMLFPVLY ILFAFSV

(seq unavailable)
RSTTSRAKLAFKRGARLTSTG
RSTTSRAKLAFKRGARLTSTG
RSTTSRAKLAFKRGARLTSTG
RSTTSRAKLAFKRGARLTSTG
RSTTSRAKLAFKRGARLTSTG
RSTTSRAKLAFKRGARLTSTG
RSTTSRAKLAFKRGARLTSTG
RSTTSRAKLAFKRGARLTSTG
RSTTSRAKLAFKRGARLTSTG
RSTTSRAKLAFKRGARLTSTG
RPSS-——————————— LSRAR

HCGPLAGLGRGSCPTAGSRRA
RGAAGPAGRRWAAGGPAGRAG
MAFLPSLLRRGNMLSPRLQNS
RGAAGPAGRRWASGGPAGRA-
TRPAGPAGRRWASGGPGGRA-
-MAMAMAARHTRP—-—=—-—-
RLRGCCARPRGAPLRAER---
RLRGCCARPRGAPLRAERSR-
GRILLHDQFKCISAKMSSSSG
(No homologue)



