The highlighted sentences are reposted in italics. Editorial questions are displayed below in plain text. Author comments follow in bold.

1. Independent Scholar (Line 9)

We cannot have independent scholar as an affiliation. Please include the name of the university, institute, hospital, company.

The specified author does not have an affiliation with a university, institute, or hospital. The specified author is related to the corresponding author and completed work on the project during their own time and independently of their profession. 


2. Load the 3D printer with polycarbonate filament (Line 146). 

How much?

Akin to an inkjet printer, 3D printers are loaded with a whole roll of filament and the print job uses the necessary amount.


3. NOTE: A test organism refers to the organism for which the production of inhibitory activity (e.g., antibiotic production) is determined using the co-culture interaction assay (Lines 192-3).

Is this the bacterial culture from the nasal gavage? Please bring out clarity with respect to the nasal culture.

We added the following sentence: “For this experiment, the test organisms were Actinobacteria isolated from nasal lavages samples.” (Lines 193-4)


4. NOTE: A target organism refers to the organism whose inhibition status is determined using the co-culture interaction assay. (Lines 210-1).

Is this from nasal culture? Please bring out clarity with respect to the nasal culture used. 

We added the following sentence: “For this experiment, the test organisms were Staphylococcus spp. isolated from nasal lavages samples.” (Lines 193-4)


5. These co-culture assays were recently used to assess the inhibitory activity of Actinobacteria (test organisms) toward Staphylococcus spp. (target organisms) isolated from the human nasal cavity (Figure 2).

Please bring out this clarity in the protocol as well. 

See above points 3 and 4.


Using comparative genomics, a biosynthetic gene cluster for siderophore production was identified in C. propinquum genomes that was absent in the genomes of other Corynebacterium isolates.

Any results figure or table to show the same? 

[bookmark: _GoBack]Comparative genomics and biosynthetic gene cluster prediction are beyond the scope of the protocol that we present in this manuscript. We have included a reference to our recent manuscript (Stubbendieck et al. 2019 Appl. Environ. Microbiol.) and added the following sentence: “This result led to the hypothesis that inhibition of CoNS was due to siderophore-mediated iron depletion.” (Lines 284-6)
