A B ( D E F G H 1 1 K L M N o P Q R
Nuclei Nuclei Nuclei Nuclei Nuclei Nuclei Nuclei Nuclei Nuclei Nuclei Nuclei Coordinati Reference Reference Filter Filter
1 on 1 2
Well Cell NucArea NuccgX NuccgY Nuc Nuc Nuc Nuc Compactn Light Flux Chord IXA (Nuc) Spacing  Nuc Nuc New New
Elongation 1/(Form  Intensity Intensity ess Ratio (sor) Intensity Intensity Decision Threshold
2 Factor) o Tree
30 1 32.865 228.063 1034.316 0.994 1.025 269.861 0.154 1.095 121.229 0.462 8869.095 16.409 169.38 113.709 - 0
40 2 23.297 267.268 1037.232 0.408 1.201 294.804 0.157 1.481 90.729 0.339 6868.047 16.941 908.964 115.518 H 1
50 3 37.858 419.758 1034.648 0.74 0.985 242,022 0.177 1.097 145.459 0.5 9162.388 44.109 181.077 115.044 - 0
6 -
7
8
Cell measures +
(X X MATLAB R2018b - academic use
Current Folder ® C oS
& Name & — -
v Control-d0 CB&8e (2] Y 8 2] @ 8 8 .
v [ Samplel B T T Waniorme Acauigion.Commer Mo B\ AR PR
" Samplel.XLS Ao N * JI
v Sample2
"I Sample2.xls
v Sample3 [ X Ploidy_GUI
7| Sample3.XLS
v Sample4
| Sample4.XLS - Please navigate to the folder in which control data sets are saved
v Injured-d14
v Samplel
Sample
v Sample2
"] Sample2.XLS
v Sample3
. Samp|e3.XLS Path To Other Data Please navigate to the folder in which the comparative data to be analysed resides
v Sample4
| Sample4.XLS
Run!

Count_2n_to_an.txt
Count_2n.txt
Count_4n_to_8n.txt
Count_8n_and_higher.txt
Percentage_2n.txt
Percentage_2ntodn.txt

Current Folder

Processing Status

[ XX ]

4.267166372
3.412075633
3.597327321
3.013834991

Average_ploidy_hepatocytes.txt - ]
Sample 1 Average ploidy
Sample 2 Average ploidy
Sample 3 Average ploidy
Sample 4 Average ploidy

[ X X ]

21.51439818
28.91089109
25.29647641
32.91447102

Stratification_2n.txt -~
Sample 1 Average % of 2n hepatocytes,
Sample 2 Average % of 2n hepatocytes|
Sample 3 Average % of 2n hepamcyles‘
Sample 4 Average % of 2n hepatocytes|

I Name a Percentage_4nto8n.txt
v [ Control-d0 _we Tz e
> Samplel Ploidy_NonHepatocytes.txt
> Sample2 .
> Sample3 ”
> Sample4 "
v Summary
v Ploidy
Average_ploidy_hepatocytes.txt
Average_ploidy_non_hepatocytes.txt
v Stratification I
Stratification_2n.txt I” .
Stratification_Znto4n.‘tN
Stratification_4nto8n.txt
Stratification_8n_and_higher.txt
Normalised_Thresholds_Control.txt
> Injured-d14



