Editorial comments:

1. I have done my best to clean it up and consolidate it (see attached), but the protocol is still unclear in many spots (note altered numbering):

2.3.1: What concentration of isoflurane is used?
We used 2.5% Isoflurane along with O2 1 liter/minute, we mention about this in the main text. 

2.8: Can you include more information or a reference on organ harvesting? To keep the flow clear, if you include more details please make those substeps.
We included the detailed organ harvesting methods in 2.7-2.10

4.5: Does the 100 rpm refer to shaking speed? Please clarify.
Yes, 100 rpm is referring to the shaking speed for tissue dissociation. 100 rpm of shaking allows for efficient tissue dissociation and high yield of the cells. We included the relevant reference#11 in the main text. 

4.10: It looks like you intend to purify mononuclear phagocytes either by MACS or FACS; please clarify.
[bookmark: _GoBack]We agree that we intend to purify lamina propia CX3Cr1+ cells by both MACS and FACS methods. Magnetic purification is a very easy and cost effective method for single cell isolation, however, only limited to subpopulation of mononuclear phagocytes. Therefore, we also use FACS sorting; the great advantage of this is to sort single cells as well as various subpopulations of the single cells. We explain this in the main text. 

4.13: Is this necessary here? It’s also present in section 5.
We believe 4.13 is reasonable to be there. In section-5, we only provide cell analysis method; cell acquiring and cell analysis method by FACS LSRII. Whereas, section-4 is detailed purification of CX3CR1 lamina propria cell using MACS and FACS methods.  

4.14: This section to purify “mononuclear monocytes” is exactly the same as the protocol to purify mononuclear phagocytes; this seems to be a needless duplication.
We agree with the reviewer and now we deleted the 4.14 section from the main text. 

5: It appears that 3 separate analyses are done here- cell surface staining for αSMA, cell-surface staining for other molecules, and intracellular staining. However, seemingly essential steps (e.g., incubation with antibodies) are missing; please clarify and reorder as necessary. Also, is this analysis also done on sorted cells? Please clarify.
We clarify this in main text. Only 5.3 is method for SMA intracellular staining. Now 5.1 is cell surface staining, 5.2 is for Intracellular cytokine staining and 5.3 belongs to SMA intracellular staining. 
The SMA analysis was also on gated population which we also mentioned in the text. 

6.1: Is this also the method for mRNA analysis of sorted cells? Please clarify.
Yes, this is the similar method for mRNA analysis. We mention about this in section 6.1. 

2. Please convert centrifugation steps with rpm to x g.
We converted rpm to g in the main text. 

3. Please remove ‘Figure 1’ etc. from the figures themselves.

We removed the figure numbers from the figures. 


