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Author Questionnaire:
1. Microscopy: Does your protocol involve video microscopy? N
2. Does your protocol demonstrate software usage? Y
3. Which steps from the protocol section below are the most important for viewers to see? 
n/a
4. What is the single most difficult aspect of this procedure and what do you do to ensure success? 
n/a
5. Will the filming need to take place in multiple locations (greater than walking distance)? N


Section - Introduction
Videographer: Interviewee Headshots are required. Take a headshot for each interviewee.

1. REQUIRED Interview Statements (Said by you on camera): All interview statements may be edited for length and clarity.

Videographer Comment: ** ATTENTION: 144A9366 clip is Joaquim’s introduction.

1.1. Joaquim Radua: Seed-based d mapping is a method for pooling and meta-analyzing neuroimaging studies that may seem contradictory, for example, the results from studies on gray matter abnormalities in OCD [1].

1.1.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera. (Videographer Comment: I would choose the last attempt.)

Videographer Comment: ** ATTENTION: 144A9410 clip is Anton’s introduction.

1.2. Anton Albajes-Eizagirre: Previous meta-analytic methods have commonly assessed whether studies report more statistical peaks in one region than in another, while SDM-PSI assesses whether there is an effect in a particular region [1].

1.2.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera

OPTIONAL Interview Statements: (Said by you on camera) - All interview statements may be edited for length and clarity.

Videographer Comment: ** ATTENTION: 144A9499 is Carla’s introduction clip (just after I stand up in front of the camera… sorry!)

1.3. Carla Torrent: Researchers have mostly used SDM to investigate the neural substrates of psychological functions and neuropsychiatric disorders, which may include fMRI, VBM, DTI, PET, or SBM studies [1].

1.3.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera. (Videographer Comment: I would choose the last one.) 


Videographer Comment: ** ATTENTION: 144A9501 is Brisa’s introduction clip.

1.4. Brisa Solé: The use of SDM-PSI software is quite straightforward. However, the most important steps for conducting a correct meta-analysis are designing an accurate meta-analysis plan and carefully collecting the data [1].

1.4.1. INTERVIEW: Above Talent speaking the statement above in an interview-style shot, looking slightly off-camera. (Videographer Comment: I would choose the last one.)




Section - Protocol
2. Exhaustive Search and Data Collection

(Editor: The red text in the protocol are videographer comments, nearly all about different takes)

2.1. To perform an exhaustive search, open the database of interest [1-TXT] and enter various keywords that will allow searching for any study that might meet the inclusion criteria [2].

2.1.1. WIDE: Talent opening PubMed, with monitor visible in frame TEXT: e.g. https://www.ncbi.nlm.nih.gov/pubmed/ 

2.1.1.a: MED
2.1.1.b: CU keyboard
2.1.1.c: WIDE from outside the office

2.1.2. SCREEN: 59841_step_2.2.1_search

2.2. Then record the number of studies retrieved and the number of studies excluded for each reason [1]. Consider creating a PRISMA flow diagram with these numbers [2].

2.2.1. Talent at computer, recording number of studies in lab notebook

2.2.1.a: Open MED
2.2.1.b: CU notebook

2.2.2. SCREEN: 59841_step_2.5.2_prisma

2.3. After reading the manuscripts of interest to find the specific data to extract [1], to convert z-values and p-values into t-values, click Convert peaks in the Permutation of Subject Images software. Then use positive t-values for peaks of increase and negative t-values for peaks of decrease [2], using the table for guidance for how to decide the sign of the t-values [3].

2.3.1. Talent reading manuscript

	2.3.1: MED reading
	2.3.1.b: CU screen + glasses
	2.3.1.c: Open MED from outside the office

2.3.2. SCREEN: 59841_step_3.2.1_peaks Video Editor: can speed up
LAB MEDIA: Table 2

Videographer Comment: ** ATTENTION: 144A9447 clip is Aleix’s introduction.
2.4. Aleix Solanes: In two-sample studies, use positive t-values when the MRI signal is higher in patients than controls and use negative t-values when the signal is lower in patients than controls [1].

2.4.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera. (Videographer Comment: I would choose the antepenultimate or the last one.)

3. Seed-Based d Mapping with Permutation of Subject Images (SDM-PSI) Data Introduction

3.1. To introduce the data into Permutation of Subject Images [1], open Permutation of Subject Images graphic user interface and close the About splash window [2].

Videographer Comment: ** ATTENTION: For 3.1.1. you have two options. On the first one, you can see how it works while starting the program for the first time. On the second one, you already opened it before and the start is faster and clearer (from my point of view!). 

3.1.1. WIDE: Talent opening SdmPsiGui, with monitor visible in frame. MED
3.1.2. SCREEN: 59841_step_4.2.1_splash

3.2. Click Change meta-analysis to select a new, empty directory for the meta-analysis [1].

3.2.1. SCREEN: 59841_step_4.2.1_change_directory

3.3. Click SDM table editor to input general information from the studies [1] and open a text editor to create a text file named as the study name, the software program used, and the stereotactic space [2].

3.3.1. SCREEN: 59841_step_4.3.1_table_editor
3.3.2. SCREEN: 59841_step_4.4.1_text

3.4. Then write the coordinates and t-value of each peak in a different row as demonstrated [1].

3.4.1. SCREEN: 59841_step_4.4-peaks-2
 
4. Pre-Processing and Main Analysis

4.1. For pre-processing of the data, click the Preprocessing button [1], select the modality of the studies at the list box labeled “Modality”, and press OK [2]. 

4.1.1. WIDE: Talent clicking button, with monitor visible in frame

4.1.1.a: MED
4.1.1.b: CU finger clicking 

4.1.2. SCREEN: 59841_step_5.1.2_preprocessing

4.2. Then wait several minutes while the Permutation of Subject Images program calculates the maps of the lower and upper bounds of the potential effect sizes [1].

4.2.1.  Talent at computer, waiting for program to calculate maps, with monitor visible in frame

4.2.1.: MED
4.2.1.b: CU progress bar

4.3. To perform the main analysis, click the Mean button and press OK [1].

4.3.1. SCREEN: 59841_step_5.3.1_mean

4.4. After the Permutation of Subject Images has conducted the multiple imputation and meta-analysis, click Threshold, select the uncorrected p-values of the main analysis, and click OK. Permutation of Subject Images will automatically open both MRI-Cron (M-R-I-cron) to visualize the results and a webpage with a detailed report of the results [1].

4.4.1. SCREEN: 59841_step_5.4.1_threshold_uncorr

4.5. Click FWE correction to select the main analysis in the list box and click OK [1].

4.5.1. SCREEN: 59841_step_5.6.1_fwe

4.6. The Permutation of Subject Images program will conduct the permutation test over several hours or days [1].

4.6.1. Talent getting up from computer, with monitor visible in frame

4.6.1.: WIDE from outside the office (without screen monitor visible)
4.6.1.b: Open MED from outside the office (with screen monitor visible) 

4.7. At the end of the rest, click Threshold, select the TFCE (T-F-C-E)-correction of the main analysis, and click OK. At the end of the correction, the program will automatically open both MRI-Cron, to visualize the results, and a webpage with a detailed report of the analysis [1].

4.7.1. SCREEN: 59841_step_5.8.1_threshold_tfce

5. Heterogeneity, Publication Bias, and Grading

5.1. For heterogeneity, publication bias, and grading [1], click Extract, select a peak from the main analysis, and press OK. 

5.1.1. WIDE: Talent clicking extract, with monitor visible in frame

5.1.1.a: MED with monitor visible
5.1.1.b: CU finger clicking

5.1.2. SCREEN: 59841_step_6.1.2_extract

5.2. The program will automatically open a webpage with statistics of this peak. Record the heterogeneity I-squared statistic [1].

5.2.1. SCREEN: 59841_step_6.2.1_extract_webpage

5.3. Next, click the Bias Test button, select a peak from the main analysis, and click OK. The program will automatically open a webpage with a funnel plot and the results of a test for small-study effect and a test for excess significance [1].

5.3.1. SCREEN: 59841_step_6.3.1_bias

5.4. Then click the Evidence grading button from the top toolbox, select the main analysis from the list box, and click OK to view the results [1].

5.4.1. SCREEN: 59841_step_6.5.1_grading


Section – Results
6. Results: Representative Smaller Gray Matter Volume Analyses 

6.1. As observed in these representative maps, patients with OCD have a statistically significantly smaller gray matter volume in the dorsal anterior cingulate-medial frontal cortex [1].

6.1.1. LAB MEDIA: Figure 2: please emphasize blue clusters in all maps

6.2. The cluster is moderately small and mainly located at Brodmann area 32, with the peak of the cluster at MNI (M-N-I) 2, 32, 32 with a z-value of -4.97 and a familywise error rate-corrected p-value of 0.01 [1].

6.2.1. LAB MEDIA: Figure 2: JoVE Video Editor please emphasize blue cluster in all maps

6.3. In this data analysis, the low I-squared statistic indicates very small heterogeneity [1] and the funnel plot does not show asymmetries [2].

6.3.1. LAB MEDIA: Video 59841_step_6.2.1_extract_webpage
6.3.2. LAB MEDIA: Figure 3: JoVE Video Editor please emphasize/trace triangle outlines 



Section - Conclusion
7. Conclusion Interview Statements: (Said by you on camera) - All interview statements may be edited for length and clarity.

[bookmark: _GoBack]Videographer Comment: ** ATTENTION: 144A9554 is Caterina’s introduction clip. 
7.1. Caterina Mar Bonnín: Key aspects of a successful meta-analysis are the creation of clear inclusion and exclusion criteria, the careful collection of data, and not limiting the results to p-values (Steps: 2.2, 2.3., 2.6.) [1].
7.1.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera
7.2. Anton Albajes-Eizagirre: SDM-PSI incorporates the general linear model, for which users may conduct meta-regressions or meta-comparisons between groups of studies, and/or add covariates to the analyses [1].
7.2.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera
7.3. Joaquim Radua: Many SDM meta-analyses have had a considerable influence on their specific fields. For example, several SDM meta-analyses have revealed interesting effects of stimulants on brain abnormalities observed in ADHD [1].
7.3.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera
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