Dear Editor,
We would like to submit the enclosed manuscript entitled “Analyze the interactions between xenobiotics to human gut microbiota using in vitro batch fermentation”, which we wish to be considered for publication in “JOVE”. 
The human body is host to a complex microbial ecosystem, consisting of approximately 1013 microbial cells. Human second genomes of gut microbiota encoded lots of metabolic related genes that expanded host metabolic capabilities. On the other sides, xenobiotics have the potential to alter the gut microbiome community structure and their functions. A study on the interactions between xenobiotics to human gut microbiota become a popular research subject. In this manuscript, we described a protocol to investigate the interactions between bifidobacterial (Bif) EPS and human gut microbiota in vitro by using thin-layer chromatography, 16S rDNA high-throughput sequencing, and gas chromatography. This protocol we described here can also be modified to investigate the interactions between other xenobiotics and gut microbiota.
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Correspondence should be addressed to yinyeshi@126.com.

Thank you very much for your attention to our manuscript.

Sincerely yours,
