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Dear Author(s),

This document is divided into a number of sections in which you can add your comments to the video, voiceover, and online text/PDF.   Please be aware that our policy is to do a single complimentary revision, so it is critical that all participants in this project offer their comments collectively.   In addition, please make sure that your comments are easily interpreted and transparent. 

Have fun!

Protocol Name: Mass Spectrometry-Based Proteomics Analyses Using the OpenProt Database to Unveil Novel Proteins Translated from Non-Canonical Open Reading Frames
Date: 02/04/2019
Authors and Affiliations

Please fill in any missing author information not included in the video.
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	Author
	Affiliation
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Video Comments

Please fill in any comments you wish to make using the table below using the example as a guide.  If you need more space to write, please do so below the table.  DO NOT ADD CORRECTIONS TO THE NARRATION HERE.  PLEASE DO THIS IN THE AUDIO COMMENTS SECTION.

None
Audio Comments

This section is used to specify the changes that need to be made to the narration.   Please follow the example below as a guide to list your changes. If there is a pronunciation change, please provide a phonetic pronunciation key.  

None
Online Text/PDF Protocol

Please use this table to address changes that need to be made to the online text/PDF document. Both the online text and PDF are generated from the HTML template of your article. Since the PDF is generated from the HTML by our conversion software, it may contain formatting errors. For major structural changes or more than 10 spelling or grammatical mistakes, we will require re-upload of the entire document.     

	
	Protocol Step
	Comment
	Requested Change (highlight in bold)

	1.
	5.2
	Step says “Create a new history and transfer the previously created database (step 4.5) to this new history with a drag-and-drop.”
	Please correct to “Create a new history and transfer the previously created database (step 3.5) to this new history with a drag-and-drop.”

	2.
	5.3
	Step says “Import the transformed mzML data file (step 5.3) by clicking on the Upload logo at the left top of the screen.”
	Please correct to “Import the transformed mzML data file (step 4.3) by clicking on the Upload logo at the left top of the screen.”

	3.
	5.4.1
	Step says “For a protein identification design, import the workflow provided in Supplementary Material S2.”
	Please add the following sentence after “When using this workflow, please do not use the zlip compression when converting your files (step 4.2)”

	4.
	5.5.1
	Step says “Select the imported mzML data file as input, and the previously created database (step 4.5) as the database Fasta file.”
	Please correct to “Select the imported mzML data file as input, and the previously created database (step 3.5) as the database Fasta file”


[image: image1.png]