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Author Questionnaire:
1. Microscopy: Does your protocol involve video microscopy? N 
2. Does your protocol include software usage? Y
If yes, we will need you to record using screen recording software to capture the steps. If you use a Mac, QuickTime X also has the ability to record the steps.
3. Which steps from the protocol section below will viewers benefit most from having filmed? 2.5, 2.10, 2.11, 3.3, 4.5, 4.9
4. What is the single most difficult aspect of this procedure and what do you do to ensure success? 4.7 and 4.8
5. Will the filming need to take place in multiple locations? Y
If yes, how far apart are the locations? There are two locations necessary. These locations are within the same institute, but in different laboratories, so they are around 200 m apart.


Section - Introduction
Videographer: Interviewee Headshots are required. Take a headshot for each interviewee.

REQUIRED Interview Statements: (Said by you on camera) - All interview statements may be edited for length and clarity.
[bookmark: _Hlk2001807][bookmark: _Hlk1654085]Wolfgang Wadsak: Carbon-11 radiolabeling allows small compounds to be used for positron emission tomography, or PET, without changing the molecule. This is essential for investigating receptor expression levels. [1]
INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera.
[bookmark: _Hlk2001814]Markus Mitterhauser: The advantage of carbon-11 radiolabeling is that we can use PET to directly evaluate SNAP’s binding kinetics towards the melanin-concentrating hormone receptor in real-time. [1]
INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera.

OPTIONAL Interview Statements: (Said by you on camera) - All interview statements may be edited for length and clarity.
[bookmark: _Hlk2001822]Cecile Philippe: SNAP, as a melanin-concentrating hormone receptor antagonist, will contribute to a better understanding of the expression of this receptor and its association with metabolic conditions like obesity or diabetes. [1]
INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera.
[bookmark: _Hlk2001829]Chrysoula Vraka: Efflux transporters expressed at the blood-brain barrier can significantly hamper the use of radiopharmaceuticals for central receptor expression imaging. Therefore, it is important to evaluate tracers in vitro. [1]
INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera.
[bookmark: _Hlk2001838]Verena Pichler: The automated radiosynthesis of SNAP is broadly applicable to radiolabeling low-molecular weight compounds with an easily-accessible methyl group. Once established, this procedure is easily adapted for other compounds. [1]
INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera.


Introduction of Demonstrator: (Said by you on camera)
[bookmark: _Hlk1989489][bookmark: _Hlk2001850]Verena Pichler: Assisting in the demonstration will be senior Ph.D. students Sarah Pfaff and Theresa Balber. [1][2]
INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera.
The demonstrators look up from the workbench and acknowledge the camera.

Authors: Some statements have been moved to the conclusion to accommodate limits on the number of statements given by each person in the introduction. Please see the accompanying Interview Summary document for an overview of all interview statements.

Section - Protocol
Automated Synthesis of [11C]SNAP-7941 for Preclinical Use
To begin carbon-11 (carbon-eleven) SNAP (“snap”) synthesis, set up a clean carbon-11 automated synthesis module with the appropriate reagents (ree-age-ents /riːˈeɪʤ ənts/) and materials. [1-TXT] Start the SNAP synthesis process on the module computer, which will begin with system checks and conditioning. [2]
WIDE: Talent fills V2, V4, V5, and V6 in the hot cell. TEXT: See text for details. Personnel must be trained for radiosynthesis.
MED: Talent selects the snap synthesis sequence, fills in a name for the run, starts the process, and moves/minimizes the pop-up windows to show that the CO2 trap has started heating to 400 °C. Videographer: Please get at least 7-8 seconds of footage for this shot.
About 30 to 40 minutes before the module will be ready for C-11 (C-eleven) delivery, select the C-11 carbon dioxide target on the cyclotron (sike-luh-tron /ˈsaɪ klə trɒn/) and start the beam at 65 microamperes. [1]
MED-Over shoulder: Talent selects the 11-CO2 target, sets the beam amperage to 65 µA, and clicks Start irradiation.
Once the module is ready for delivery, close the inner window and outer door. [1] Confirm that the CO2 (C-O-two) trap has cooled to at least 40 degrees Celsius and that the methane trap has started cooling. [2]
WIDE: Talent closes the inner window, locks it in place, and then closes the outer door and confirms that it is fully latched.
SCREEN: To be provided by the authors – Use the cursor to point out the CO2 trap temperature for a few seconds, and then use the cursor to point out that the methane trap has started to cool to -75 °C with liquid nitrogen. Authors, please upload this screen capture to your project page.
Once the cyclotron has produced about 120 gigabecquerels (gig-uh-beck-uh-rells /gɪg əˌbɛk əˈrɛls/) of C-11-CO2 (C-eleven C-O-two), [1] click OK in the module software to open the path from the target through the CO2 trap. [2]
MED-Over shoulder: An over-shoulder view of the cyclotron software after about 30 minutes of irradiation showing the 11CO2 target containing ~120 GBq.
SCREEN: To be provided by the authors – Show clicking OK in the waiting-for-delivery prompt and use the cursor to point out the valves opening. Authors, please upload this screen capture to your project page.
At the cyclotron computer, start delivering C-11-CO2 to the module. [1] Monitor the activity transfer at the module computer, [2] and ensure that it proceeds to the reduction of CO2 to methane after three minutes. [3]
MED-Over shoulder: An over-shoulder view of the cyclotron software as talent clicks Delivery to start delivering the activity to the hot cell.
MED: Talent watches the activity in the CO2 trap as it increases during delivery.
SCREEN: To be provided by the authors – Starting when the transfer is close to complete, show the transfer finishing, the CO2 trap being flushed with He, and then the CO2 trap being flushed with H2. Authors, please upload this screen capture to your project page.
Monitor the process as the resulting methane is flushed to the methane trap [1] and converted to methyl iodide (meth-il eye-uh-dyed /ˈmɛθ ɪl ˈaɪ əˌdaɪd/) by circulation through the iodine oven. [2]
SCREEN: To be provided by the authors – Show the CO2 trap reaching 400 °C, the valves to the methane trap opening (V27 closed, switch V24 to He, open V25, V29, V15 to the left side, V9 to the left side, V10), and activity decreasing in the CO2 trap and increasing in the cold CH4 trap. Authors, please upload this screen capture to your project page.
SCREEN: To be provided by the authors – Show the valves switching to the recirculation configuration, the gas pump turning on, and the CH4 trap starting to heat to 80 °C. Authors, please upload this screen capture to your project page.
At the end of the conversion sequence, wait as byproducts are flushed from the methyl iodide trap to exhaust, [1] and then confirm that the reactor is ready to receive activity by clicking OK. [2]
SCREEN: To be provided by the authors – Show the end of recirculation (i.e., the last ~5 seconds), the valves opening to exhaust through V16 (V25, V29, switch V15, V16), and the MeI trap starting to heat to 90 °C. Authors, please upload this screen capture to your project page.
SCREEN: To be provided by the authors – Show the MeI trap being flushed when it is at 90 °C, and then click OK on the prompt to deliver the activity to the reaction vessel. * Then, show the valves switching to send the activity through the triflate oven to be trapped in the reactor and use the cursor to point out the triflate oven and the activity reading in the reactor. Authors, please upload this screen capture to your project page.
Authors: Please list the time in the 2.7.2 screen capture file when you clicked OK to start delivering the activity to the reaction vessel: 00:00:15
Video Editor: Please transition from step 2.7 to 2.8 at the timestamp above.
*Authors: For all requested timestamps, please provide the time in the video file itself when the described action happens. Please use M:SS or MM:SS format (e.g., 01:04 for 1 minute and 4 seconds from the beginning of the video).
Monitor the system as the methyl iodide is released from the trap, flushed through the methyl triflate (meth-il trif-let /ˈmɛθ ɪl ˈtrɪf lət/) oven, and trapped in the reactor. [1] When the activity in the reactor plateaus, confirm that trapping is complete. [2]
The 2.7.2 screen capture footage starting from ‘Then, show the valves…’ (see timestamp above).
SCREEN: To be provided by the authors – Use the cursor to point out the activity in the reaction vessel for a few seconds (to emphasize that it is no longer increasing), and then click OK to close the valves and start heating the vessel. Authors, please upload this screen capture to your project page.
Wait while the reaction mixture reacts at 75 degrees Celsius for 3 minutes. [1] Then, monitor the system as the reaction mixture is cooled to below 35 degrees Celsius and quenched with 1.5 milliliters of water. [2]
SCREEN: To be provided by the authors – Show the reaction vessel at 75 °C and use the cursor to point out the 3-minute wait time in the list of actions for the sequence. Authors, please upload this screen capture to your project page.
SCREEN: To be provided by the authors – Show the reaction mixture cooling with LN2 to below 35 °C, V2 opening to quench the mixture, * the mixture being loaded into the injection loop, the system injecting the contents of the loop onto the column, and the chromatograms opening. * Continue showing the HPLC chromatograms for at least 6-7 seconds after the windows open. Authors, please upload this screen capture to your project page.
2.9.2.a [Added Shot]: start cooling (Editor: I’m unsure of if these two added shots should be used, if at all)
2.9.2.b. [Added Shot]: end cooling
Authors:
Please list the time in the 2.9.2 screen capture when the mixture started being loaded into the injection loop: 00:00:17
Please list the time in the 2.9.2 screen capture when the chromatograms opened: 00:00:46
Video Editor: Please transition from step 2.9 to 2.10 at timestamp 1 and from 2.10 to 2.11 at timestamp 2.
Monitor the system as the reaction mixture is loaded into the HPLC (H-P-L-C) injection loop and is injected onto the semi-preparatory HPLC column. [1]
The 2.9.2 screen capture footage from timestamp 1 to timestamp 2 (see above).
Watch the UV (U-V) and gamma (gam-uh /ˈgæm ə/) detector traces as chromatography (krome-uh-tog-gruh-fee /ˌkroʊm əˈtɒː grə fiː/) proceeds. [1] When the product peak starts to appear, manually start collecting the product in the round-bottom collection flask in the module. [2]
The 2.9.2 screen capture footage from timestamp 2 to the end of the video file (see above).
SCREEN: To be provided by the authors – Starting just before the peak starts to appear, show the peak developing and click Peak start at a suitable point to start collection. (If possible, the valves to the bulb/RBF should be visible so that the viewers can see V14 switching from waste to collection.) Please include about 7-8 seconds of collection after clicking Peak start. Authors, please upload this screen capture to your project page.
Manually end collection when the gamma signal falls below about 400 counts-per-second. [1] Watch the fluid level in the round-bottom flask as the product is loaded onto a solid-phase extraction cartridge under helium pressure. [2]
SCREEN: To be provided by the authors – Starting with the tail of the peak somewhat above 400 cps, click Peak end when the signal falls below 400 cps to stop collection and proceed to the purification sequence. Authors, please upload this screen capture to your project page.
MED: Talent looks at the screen to observe that V19 has switched to push the liquid through V11, the sep-pak, and out V12 to waste, and then looks at a camera feed of the inside of the hot cell to observe the liquid in the bulb. Videographer: Please get at least 9-10 seconds of footage for this shot.
Once the flask is empty and the liquid has passed through the SPE (S-P-E) cartridge, [1] click OK to begin washing the product trapped on the cartridge. [2]
MED: A medium-close view of the video feed of the inside of the hot cell to show the last few milliliters of solution leaving the bulb and passing through the sep-pak completely so that no liquid is visible at the bottom of the bulb.
MED-Over shoulder: A view of the software as talent clicks OK on the prompt and V4 opens to wash the product on the sep-pak.
Then, monitor the activity in the product collection vial as the product is first eluted (eh-loot-ed /əˈluːt əd/) from the cartridge into the vial and then diluted with 0.9% saline solution. [1]
SCREEN: To be provided by the authors – Show V12 switching to the PCV, V5 opening, and then V4 opening. Use the cursor to point out the increasing activity in the PCV. * Then, show V13 opening and V20 switching to send the product out to the product vial. Once the product transfer is complete, click OK on the ‘product transfer finished’ prompt as though ready to disconnect the vial from the product transfer line. Authors, please upload this screen capture to your project page.
[bookmark: _Hlk2003432]Authors: Please list the time in the 2.14.1 screen capture file when the product starts to be transferred to the product vial: 00:00:11
Video Editor: Please transition from step 2.14 to step 2.15 at the above timestamp.
Watch as the product solution is transferred to the product vial through a sterile filter under helium pressure. When the transfer is complete, close the product output valve [1] [2-TXT]
The 2.14.1 screen capture footage starting from ‘Then, show V13 opening…’ (see timestamp above).
WIDE: Talent transports a shielded mock dose vial to the QC area. TEXT: Caution: Product activity is typically 5.7 ± 2.5 GBq (Move below 3.1.2)
Quality Control (QC) of [11C]SNAP-7941
When the radiotracer (raid-ee-oh-trace-er /ˈreɪd iː oʊˌtreɪs ər/) arrives in the product vial, measure the absolute radioactive yield. [1-TXT] Then, use a lead-shielded syringe to transfer 100 microliters of the tracer to a small vial for quality control [2-TXT]. Bring the quality control sample to a shielded quality control working area. [3]
WIDE: Talent briefly inspects the mock product vial through shielded glass, places it in the dose calibrator, and records the yield. TEXT: Prepare QC equipment in advance; See text for details Videographer: Please film this shot at a sufficient distance from the screen of the dose calibrator so that it is not apparent that a mock (non-radioactive) dose is being used. TEXT: Caution: Product activity is typically 5.7 ± 2.5 GBq
MED: Talent uses the prepared lead-shielded syringe to withdraw 100 µL from a dose vial and dispenses the sample into a small QC vial. TEXT: Prepare QC equipment in advance; See text for details
2.15.2.	WIDE: Talent transports a shielded mock dose vial to the QC area
Draw up 40 microliters of the QC (Q-C) sample into a gastight syringe, [1] load it into a prepared HPLC instrument equipped with an analytical column, and inject the product. Perform other quality control measurements during the HPLC run. [2-TXT]
CU: Talent draws 40 µL of a QC sample into a gastight syringe.
MED: Talent brings the HPLC sample to the HPLC, injects it into the loop, injects the sample onto the HPLC to start the run, and checks the computer to see that the run has started. TEXT: See text for other QC tests Video Editor: Please wait to show the text overlay until the beginning of “Perform other…” in the voice-over.
Once the HPLC run has finished, integrate all peaks in the chromatogram (kro-mat-uh-gram /kroʊˈmæt əˌgræm/) from the radioactivity detector [1] to determine whether the SNAP radiochemical (raid-ee-oh-kem-ih-kul /ˌreɪd iː oʊˈkɛm ɪ kəl/) purity is greater than 95%. [2]
MED-Over shoulder: An over-shoulder view of the HPLC software as talent integrates the peaks in the radioactivity channel of a representative radio-chromatogram of SNAP.
SCREEN: To be provided by the authors – Use the cursor to point out the SNAP radio-peak for a few seconds, and then use the cursor to point out the percent of the total area under the peaks that the SNAP peak represents. Authors, please upload this screen capture to your project page.
Integrate the peaks in the UV chromatogram to determine the chemical purity of the product. [1] Use the area under the UV product peak to calculate the specific activity. [2]
SCREEN: To be provided by the authors – Integrate the peaks in the representative UV chromatogram and use the cursor to point out the SNAP peak. Authors, please upload this screen capture to your project page.
MED-Over shoulder: A view of the computer screen as talent enters a representative yield, concentration of cold SNAP, delivered activity, and volume in the spreadsheet to generate an example specific activity.
Once the product has been confirmed to meet the requirements for use, release the radiotracer to the real-time kinetic experiment lab. [1]
WIDE: Talent signs the paperwork (and/or approves the dose on a web interface) to release the product and picks up the phone as though about to make a telephone call to the kinetic experiment lab.
Real-Time Kinetic Assay
At least 30 minutes before the experiment, wash the prepared wildtype or transfected (trans-fekt-ed /trænsˈfɛkt əd/) cells with DPBS (D-P-B-S) and add 2 milliliters of serum-free growth medium. [1-TXT]
MED: Talent removes DPBS from the cells and adds 2 mL of FBS-free medium. TEXT: See text for MDCKII-WT and MDCKII-hMDR1 cell preparation Videographer: Please get at least 12-13 seconds of footage for this shot.
To block transfected cells, add 0.98 microliters of a 20.4-millimolar solution of racemic (ruh-seem-ik /rəˈsiːm ɪk/) verapamil hydrochloride (vuh-rap-uh-mil hy-druh-klor-ide /vəˈræp ə mɪl ˌhaɪ drəˈklɔːr aɪd/) in dimethyl sulfoxide (dy-meth-il sul-fox-ide /daɪˈmɛθ ɪl  sʌlˈfɒks aɪd/). [1] [2]
MED: Talent draws up 0.98 µL of (±)-verapamil HCl in DMSO from a labeled container, adds it to the growth medium in a culture dish of cells, and mixes it with a figure-eight mixing pattern. Videographer: Please get at least 12-13 seconds of footage for this shot.
MED: Talent draws up 0.98 µL of pure DMSO from a labeled container and adds it to the growth medium in a culture dish of cells.
4.3. Incubate the cells on an oblique (uh-bleek /əˈbliːk/) plane for 30 minutes. [1] Then, turn on the real-time assay (as-sey /ˈæs eɪ/) instrument and the associated computer. [2] Open the control software and choose One target. [3]
4.3.1. WIDE: Talent places a culture dish on an incline in an incubator and closes the incubator. (Videographer comment: take 4.3.1. take 1) (Editor: The authors wanted this moved below 4.2.1. However, since they removed 4.2.2, that change wouldn’t alter the video so I have opted to shot shift the shotlist)
4.3.2. MED: Talent turns on the real-time kinetic assay instrument and the computer.
4.3.3. MED-Over shoulder: An over-shoulder view of the computer screen as talent opens the control software and chooses One target.
4.4. Set the number of positions to 2, the detection time to 3 seconds, the detection delay time to 2 seconds, and the name of the first phase to ‘baseline’. [1]
4.4.1. SCREEN: To be provided by the authors – Unlock the template, set Number of positions to 2, set Detection Time (sec) to 3, set Detection delay time (s) to 2, and set Name of the first phase to baseline. Authors, please upload this screen capture to your project page.
(Editor: Authors will need to provide additional VO for the next two shots)
4.4.2. [Added Shot]: MED: Talent draws up 0.98 µL of pure DMSO from a labeled container and adds it to the growth medium in a culture dish of cells (Author Comment: Shot named 4.2.2)
4.3.1.take 4: [Added Shot]: Talent places a culture dish on an incline in an incubator and takes the preincubated culture dish treated with (+)-verapamil.
4.5. Insert the cell culture dish into the inclined support of the device with the cell pole on the bottom side. [1] Ensure that the cell pole is covered in cell culture medium. [2]
4.5.1. MED: Talent inserts a cell culture dish into the inclined device support.
4.5.2. CU: A close-up view of the dish inserted into the inclined device support with the cell pole at the bottom, covered in cell culture medium.
4.6. Start a ten-minute background measurement and set the file name and path. Set the time scale to minutes and the nuclide (new-klide /ˈnjuː klaɪd/) correction to carbon-11. Configure the graph to show the background, target, and background-subtracted target data. [1]
4.6.1. SCREEN: To be provided by the authors – Click Start to start the run, choose a file name and saving path, set Time scale to minutes, set Nuclide correction to carbon-11, and check all three boxes under Curves in graph. Authors, please upload this screen capture to your project page.

4.7. Once the radiotracer has been delivered and approved for use, take a small sample for the assay. [1] [2]
4.7.1. WIDE: Talent brings a shielded mock dose into the kinetic experiment lab.
4.7.2. MED: Talent transfers a small volume of the mock dose into an open-top vial.
4.8. Calculate the needed volume of radiotracer solution and prepare a pipette. [1] In the instrument software, pause the run and wait for the dish rotation to stop. [2]
4.8.1. [bookmark: _GoBack]MED: Talent checks the result of the volume calculation and sets a pipette to the appropriate volume.
4.8.2. SCREEN: To be provided by the authors – Click Pause run; when the Paused and next phase occur text appears in the side bar, use the cursor to point it out. Authors, please upload this screen capture to your project page. Video Editor: It may take > 10 seconds for the dish to stop rotating, depending on the dish’s position when the process is paused; please crossfade through the waiting time as needed.
4.9. Open the lid of the device, turn the support 90 degrees to the left, add the radiotracer with the prepared pipette, and return the device to its initial position. [1] Close the lid of the device and immediately resume the experiment. [2]
4.9.1. MED: Talent opens the device lid, turns the support 90° to the left, pipettes in the radiotracer, and returns the device to its initial position.
4.9.2. MED: Talent closes the lid of the device and immediately clicks Continue in the software.
4.10. Let the experiment run for 20 minutes before ending it. [1] Process and analyze the data to evaluate SNAP uptake in the cells. [2-TXT] Now, the procedure can be repeated for the DMSO-treated control cell culture dish and wild-type cell line.
(Editor: I’m not sure the last line of VO is necessary or what shot the authors want shown during it. I’m leaving it in for now, but they’ll need to provide additional information)
4.10.1. SCREEN: To be provided by the authors – Start by showing a run that is almost to 20 minutes; when the run reaches 20 minutes, click End run in the sidebar. Authors, please upload this screen capture to your project page.
4.10.2. MED-Over shoulder: An over-shoulder view of the real-time control software showing the data from a representative kinetics experiment; talent right-clicks on the data, selects Export curves, and names the text file of raw data. TEXT: See text for analysis


Section – Results
5. Results: Evaluation of [11C]SNAP-7941 Interactions Towards the Permeability Glycoprotein 1 (P-gp) Transporter
5.3. Real-time kinetic assays were performed with non-P-gp-expressing (P G-P) wildtype cells, [1] P-gp-expressing cells pre-blocked with verapamil as a P-gp inhibitor, [2] and unblocked P-gp cells. [3] No significant difference was observed between non-treated cells and vehicle-treated cells. [4]
5.3.1. LAB MEDIA: Figure 5 – Video Editor: During “with non-P-gp-expressing wildtype cells”, highlight ‘MDCKII-WT cells’ and the black square marker to the left of it in the Figure 5 legend (top entry).
5.3.2. LAB MEDIA: Figure 5 – Video Editor: Highlight ‘MDCKII-hMDR1 cells (pre-blocked)’ and the grey triangle to the left of it in the Figure 5 legend (middle entry).
5.3.3. LAB MEDIA: Figure 5 – Video Editor: Highlight ‘MDCKII-hMDR1 cells’ and the grey circle to the left of it in the Figure 5 legend (bottom entry).
5.3.4. LAB MEDIA: Figure 5 – Video Editor: Add the caption ‘Average of non-treated and vehicle-treated cells’ and add arrows pointing from this caption to the ‘MDCKII-WT cells’ and the ‘MDCKII-hMDR1 cells’ entries (top and bottom entries) in the legend.
5.4. Carbon-11 SNAP rapidly accumulated in wildtype cells, [1] while no accumulation was observed in P-gp-expressing cells. [2] Pre-blocking the P-gp efflux (eff-flux /ˈɛ flʌks/) transporter with verapamil [3] resulted in SNAP accumulation in the P-gp cells comparable to that of wildtype cells. [4]
5.4.1. LAB MEDIA: Figure 5 – Video Editor: Emphasize the curved line of black squares in the graph, which shows the wildtype data.
5.4.2. LAB MEDIA: Figure 5 – Video Editor: Emphasize the horizontal line of grey circles in the graph, which shows the unblocked hMDR1 data.
5.4.3. LAB MEDIA: Figure 5 – Video Editor: Emphasize ‘(pre-blocked)’ in the legend of Figure 5.
5.4.4. LAB MEDIA: Figure 5 – Video Editor: Emphasize the curved line of grey triangles, which shows the blocked hMDR1 data.




Section - Conclusion
6. Conclusion Interview Statements: (Said by you on camera) - All interview statements may be edited for length and clarity.
6.3. [bookmark: _Hlk2001701]Chrysoula Vraka: In combination with real-time kinetic measurements, this setup enables a broad understanding of the pharmacokinetics of low-molecular weight compounds and is therefore highly important for preclinical development of radiopharmaceuticals. [1]
6.3.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera.
6.4. [bookmark: _Hlk2001707]Markus Mitterhauser: Timing and organization are the main ingredients for a successful carbon-11 radiosynthesis with subsequent real-time kinetic experiments, as the half-life of carbon-11 is only 20 minutes. [1]
6.4.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera.
6.5. [bookmark: _Hlk2001713]Verena Pichler: Due to the short half-life of carbon-11, many parts of this procedure are performed simultaneously. It is important for everyone involved to understand the scope and timing of their role. [1]
6.5.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera.
6.6. [bookmark: _Hlk2001730]Wolfgang Wadsak: Both product safety and radiation protection are key for the preparation of radiopharmaceuticals. All experiments must follow the ‘as low as reasonably achievable’, or ALARA principle to limit radiation exposure. [1]
6.6.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera.
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