Murine Dnmtl Sequence (5’ UTR to Exon 2)

UCSC Genome Browser, mml0

Annotations from ENCODE datasets (if applicable): ENCSROOOCED (CTCF),
ENCSROOOCCR (H3K4mel), ENCSRO00CCQ (H3K27ac), ENCSROOOCNH (DNAse I
sensitivity). Datasets represent adult murine intestinal tissue.

WAGCCAGGAGGTGTGGGTGCCTCCGTTGCGCGCATGCGCACTCCCTTCGG
GCATAGCATGGTCTTCCCCCACTCTCTTGCCCTGTGTGGTACATGCTGCT
TCCGCTTGCG@CGCCCCCTCCCAATTGGTTTCCGCGCGCGCGAAAAAGCC
GGGGTCTCGTTCAGAGCTGTTCTGTCGTCTGCAACCTGCAAG@E@CCAGC

GCGAACAGCTCCAGCCCGAGTGCCTGCGCTTGCCTCCCCGGCAGGCTCGC
TCCCGGACCATGTCCGCAGGCGgtaggtigccacgcagggtgggggtgagy

ggcgggaccgatgccgaggcatatattgggggtatctccgggtggecectg
cggccgctgacagccagggcgcgcatgecgecggggcagegtttggegeggg
ctgtgcttcctgtcgcgcg\tgcccttagctgttggcgccaaaat\gggtgg

C ted [Al]: Start of exon 1 (exons denoted by
uppercase letters)

Commented [A2]: Start of first intron (introns denoted
by lowercase letters)

(Commented [A3]: Avoid consensus splicing region )

gggccggggtgctggcaagcccattgactgggagcttgagggagcaaggg
gatcagccctctgaaatagaacaagcttggggacaccctcaggggttccce
ctctttggtcagccaggctcctgggtgtgcaggaagtgeccecctecteececgg
cctgtggacaccctgaagcccccactcecgctccagecteccacttececggtg
ccctgcagatcccgececgegeccacccgagggtcececctecgecggtteceet
ggccctggttcagaagggccctecttcecccagecececgectgtcaagtectag
gaccttttctctctcatcctgecgggeccgggectgggcagettgaagecce
tcgtgggattttgttttgttttcatcctaacgtaaaggagctcctgecgat
cctggagctatcaaagagactctgcctggaaagagctggtgctgcagaat
gggccctccactttggcagtgacataactctgtecccgagatcccagagceca
atcgaggaaacctttaactccattcaaagtgtttatcagggggaaggaaa
gatgaatggtagtgagatgtctcggcccccgecctattattttagecect
gtaaaccagktctttcggtcctggcgccatcgaggaagctttttacattg

tccagtgtttatttcgaggagtgagggatggcaggtaaagtcccccattt
cagtgcatatgaatccccecctctcececcecccececctecccaagcaatcaagg
aagacctgggtaatbggccctccactagtaccttccacgcctccatgagg
acggctgtgtgcaaggattggcgggaacactggatccecgettcecctgttece
agaagggcatcgtcaatccgttcattcctgaaagcttgtcccgegegtcea
ttgagcattagtcataggtgccctgctagtgctggacacatcccaacccg
attckgagtctgcttttgctatcccgggggttagtttactggggtgatgc

caggccgattcccatttgagctttgggggataaagtgggag\aagcqgctg
aattcceccttgtcaaacaccecctgecccccagetcgeececccagggttggac
ctgaagctctgtactgagctacaccttcagccctt\nnnnnnnnnnnnnnn
nnNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNNNNNNNNANN
nnnnnnnnnnnnnnn\nnnnnnnnnnnnnnnnn\gggttcgttttttgaatg

cttgttttttgattgtataggcataaaaatctgaagcctttgtgagacac
ctcaacagatttctttttactaccaaaaaatacatacataattaaagtat
ttggttttttaaagttagacagtctgtaacctgcctttctgtcttttgte
tttcctgttctecgggttggttggtttacctgtgtatgennnnnnnnnnnn
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
NNNNNNNNNNNNNNNNNNNNNNANNNNANNNANNNNANNNNNNANNNNNNNANNN
nnnnnnnnnnnnnnnnnnnnnnagcttttcttgatttagaaaaacttact
agcaaaatatctacagtatgagatttgagaggtacctgcatttgggagga
tagtccaggagctgagtaggcctcgaggtagcttcecgtccatgectgetat
tctgtatttaaatggcagtttgtttaaatagaagtgtgcatagttcctet
ggatatataaaatatagtatcttcaacatttggattgtaagtctttaann
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
NNNNNNNNNNNNNNNANNNNNNNANNNNNNNANNNNANNNNNNANNNNNNNANNN
nnnnnnnnnnNNNNNNNNNNNNNNnnnnnnnnnagactgacagtttctctg
aaatatagtaaaccttgtgtcattcaaaaatcaaatcatgctttttagtg
agatgttgtggccatggcctgtaacatcaggaggcaggagcaggagggtce
acaagttagaattcaactaaggtctcatttcagacattcacaccttgcaa

Commented [A4]: CpG Island: avoid the region
overlapping with intron 1 due to possible gene
regulatory functions

avoid if possible due to potential gene regulatory
functions

[ Commented [AS5]: Dnase-seq peak (in 1 of 2 replicates): ‘

Commented [A6]: H3K27ac peak: avoid this region due
to possible gene regulatory functions

Commented [A7]: Dnase-seq peak: avoid due to
possible gene regulatory functions

Commented [A8]: Slight H3K4me1 peak: avoid if
possible due to potential gene regulatory functions

avoid, as denoted by “n”. Avoid all instances of
repetitive “n” stretches.

N Commented [A9]: Example of a repetitive region to ‘




ggtgagggatttcttttcctgagcagggggtgtcctttccatagectgaga
ttccttggttggcatgggtttttcatttctttcagtttttttaaattaaa
acttgttttccaggcacggtttctgtgtagttcatctggtcttgatcttg
ccacgctcgtgcctctggagtgatgecgtgttacatgettggettgetttt
aacttattttttgttaaacctnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntaggggacaqc
tttttaattttecnnnnnnnnnnnnnnnnnNNNNNNNNNNNNNNNNNNNNNN
nnNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNNNNNNANNNNNN
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
nnnnnnnnnngggtaactacgtttatctgtttgtctgtnnnnnnnnnnnn
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNNNNNNNNANNANN
nnnnnnntgaccqtaaacnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNNNNNNANNNNNN
nnnnnnnnnnnnntaaaaagcttnnnnnnnnnnnnnnnnnnnnnnnnnnn
nnnntttagaattacatttgaactttttggaattggtttcttgccttcta
ccttatgctgagaggggggggggtggtggaggaggcaggttgattacttyg
tgtaggtgctttgctgtgagtctctgtgcaccacgtgtgtgecctggtget
ggagccctacaaatggattttcactttcaaccttacttgetttttggann
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNNNNNNNAJIJY
actgataacctttgctttgggaccatttgcttataaccttgcagcacttg
attcagttagtctgcctggccagcaggctcaggggacctttectcaggtece
atgcctgtctttttgagttttgagatccaaactcctgteccttgtgettgt
gtgacagtcacttcactgacctccgaagececcttttectgatggagnnnnnn
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNNNNN
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntacaggcgctggcgtccgt
ggcttctgtggagcctcagectgecgctaagcaagecgectccaggtgetgatt
ttctcecectcectcectgtatttaggatcacgctgcagaaggectgatacagecatg
gcttaactcattaggaggcgggccgagttctaggacttaaactttatttt
tgctgtgctgaagttgatctcaggcctgtatatctgttagetctcectggtyg
gagggggtggggagtgggggtacctctctctgcagcagatcctatgetgt
cccttacagtggtgtagttgtcattttttgnnnnnnnnnnnnnnnnnnnn
nnNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNNNNNNANNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNNN
nnnnnnnnnnnnnnnnnnnnnnnnnnnngcagttgtcatcttaatcttgg
tgccctgteccatgtccannnnnnnnnnnnnnnnnnnnNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNANN
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnncaa
tgcggccacgaagcagtctctctagggctceccecccatccattectgggegggg
gtggggggttactggggttagaactcagggcagctattttaccactcagt
gagctatctgaaaaatggggctggggctgactgctcctcagggttctgta
ggcctgctgaactcgtggtagtaggttaggtctccaccctgggeccatcecge
agcagtgagcagggagtgtctacaatatattcaggtacgctgtgcagtag
actgttggattttattccaagctcgcttgtagaatgatctaggecttgttce
tttctgcagtttgecctaggecggtttgtgtgeccagatctcaagtcaccenn
NnNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNANNANN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNNNNNNNNNNANN
nnnnnnnntagcatgtagctcttttctcagaggttgaggtgactttctgt
ctatcttctcagtgtggcagtggagctggggctctcagacatgccaggca
ggtgctgtgcctctgagccacaccttgggacagacacttgetgttctett
gctctcgttctgtaggtcaggaattgaggggtaggatgggtagagaagaa
acctagatgtcctgggctggattccttctggaaacgggcagggagtctgt
cctcctggggagctgacttctagtttecttgectgtttgtgggaaatgtnnn
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNNNNNNANNNNANN
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn



nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnncctaatttcttnnnn
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnatct
gcatacgtatgcctgtgtatgagggcagctgtgctcctcagcatgcatat
agacatctgagggctatcctaacataatttttattaactaaattgtagtt
actacactgggggggttgttactgtactnnnnnnnnnnnnnnnnnnnnnn
nnNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANN
nnNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNNNNNNANNNNNN
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnngagtaca
tttattggtatatttannnnnnnnnnnnnnnNnNNNNNNNNNNNNNNNNNNN
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNNNNNNNNANNANN
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNNNNNNANNNNNN
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
nnngcaggttttaacgtgggtccaggaatcctcacttgggecccttgetga
gtcatcccgtceectettcattgnnnnnnnnnnnnnnnnnnnnNNNNNNnnn
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
nnnnnnnnnnnnnnnnnnnnnnnnnnnaagtccaaactgagtagtctcca
gcttctgaaactgtctgacagggtgactcctatcecctcagtectttectge
cannnNNNNNNNNNNNNNNNNNNNNANNNNNNNNNNNANNNANNANNANNNNNN
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
NNNNNNNNNNNNNNNNNNNNNNANNNNNNNNNNNNNNNANNNNNNNNNNNNN
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
nnnnnnnnnnnnnNNnnnnNNNNnNnnnnnnnnncaagatattatctgattc
atcagccggcectcaccccatttgecttgtcagaggcagnnnnnnnnnnnn
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNNN
nnnnnnnnnnnnnnnnnnggcagggctctagaacaggccctgttgtgtta
ccaagttgggtttcagacgagcatttctggtttaggatgttgaaataaca
acctttgcaatctctccagttcatgtttctgtcagacaaattttcectaa
aagtatggctccgatgtggtctttcecctctcatgtggttecttttgatggece
ttgcaacaagatgactactgagtgtctcccacagttgctggccectetet
ggacttaccttttctgtccgacactgttagggctgttttcgggttgtett
agaagcagcttccaccctggggccacctaggtcaccecttcatgectgtag
ggcttgttccttctccagggaagagtgttttatgttttgttgnnnnnnnn
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNNNANN
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnccactaaagagctcaagatt
taactgttcatcttccttagatgtgctaagattgggtctggtgtgtgtgt
gtacacggcatgcatgtggagggtcagggctgcagtaggaggtccttcce
acccccttggttgcactcectggtcaggettggtgggaggtgectataccte
aacactggctgctctccgggaaccctacannnnnnnnnnnnnnnnnnnnn
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
nnnNNNNNNNNNNNNNNNNNNNNNNNNnNNNnnnnnnnnnnnnnatgtttgce
ctgccttttcaaggtttatgtatagtttatcttcttagatgactagettyg
ttgaaagtagttatgaatgaatcatagcctgtaaggtccgcatggggeta
aggtggactttgtcattcagtgtgtttgcttttnnnnnnnnnnnnnnnnn
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
NNNNNNNNNNNNNNNNNNNNNNNNNNNANNNNNNNNNNNNNNNNNNNANNANN
tggtcacagtagctgtgtcccaccacgattttaagtgcacatcactgggt
ttgggagtgtgactcagtagtgggcctcttgcccaacacataggagttte
tgatttcatccgagctcaggtggggcataaaagggacaagacagtcacat
gggctgttgtagcagctgtgtttatgcctctggeccacaaaggtceccacttyg
tgcagctgcctttctttgagtcttgectttggctaagaactgtaggttac
ttactgtgggatgactgttgccgggctggectgagectecttectggaaga



gttttcttttcatctgggtgctgggatagaactcggggtgttgtgtgtgt
taggcagtgtgctctgccacactctagecctgagctaaaacaatcacctta
ttttagttatttacgtgaagnnnnnnnnnnnnnnnnnNnNNNNNNNNNNNNn
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNNNNNNNNANNANN
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnncaaggccccagctgcc
aggagctaagtccctgctctactgtagectageccacggtccagetgcaggg
tatagagcatctttcctaagcaaagacctgggggctgactgtcaggectgg
taggcaggtccctatctgetaatatgagtctagttacccagettgtigee

tacttcctctctcaggggtctagcatgaa tgcagtgggca\ccc\cgg\taca

ggagtggtactagaaggagggggcaggacctgccagtaacagtaattaga

gtaacc\atgqtgaccctggtcctgcagctgccgqgaaggctgqatctgcc

ttctabttactgaaacctgagaagc\caqacttgqaaqctgctqagatgqg

acagagatgcacaggccaggcccttgtggtgecttctctgacagacaccca
cctagctggttagacctgttcaccctctactgccecccaggctecccagget
gagtaacaggtggcctcttctgggtcttttecttttecttectagtecttte
tccecctgaccagagaggcaagagagtcttcagcagttgggaccagttett
tgcagacaagcccagtagaatgctgtgcggctgtgcttagatacacatte
tggaggctgagttccgggatcctggectacagtattgtgtctececctgtge
agtgcggtgcgtggaatcccaggecctccacatgecctgecgggeccaccgea
ctcttactcctgagctgegttctcagectecgeccagttcaccteccagetect
cagtgtgtggctgtgggcaagcccgatggecctgggectecttteccattt
attcagttctgcaggagagggctgccagccatacatggccttgaggagece
atcagctggctgggtcctacaatgcagccatgactcatgectgacatcatg
catgctgtggcaggccttttaggagctgacccagttagggaagacagctyg
taggtcatccaggttagagatggaccctgactgacagctcectcatgtett
ttcttgtatattttcecctctgennnnnnnnnnnnnnnnnnNNNNNNNNNn
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNANNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTN
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntgttgtttgagggatggtc
tcactatgtaatccaggccatgatctgtgtgccagtctggcagtgtgage
agctatctaatatagctcctgggctgaccttaccectttctggtagaatyg
ctgtgtgcgcttgctcaggttactaaggacatcgtaggaaggcgcagecag
aacgtactagnnnnnnnnnnnNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnngttgatgctagaca
ccaggtgcaggggcagaagagggggccgtgttgceccgcaacactcaaacat
gttcattcctectttecectttttettteccctnnnnnnnnnnnnnnnnnnn
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn
nnnnnnnnnnnaggaggctaatgccataccacaccccacgccccccagtt
htttgttttagattgattttcagaggtaaatgaagttacttatttatttc
ctttacccagGCTCAAAGACTTGGAAAGAGATGGCTTAACAGAAAAG

Commented [A10]: Forward primer to evaluate landing
pad insertion

Commented [A11]: PAM sequence (NGG on reverse
strand)

template

Commented [A13]: sgRNA:
CTAGTACCACTCCTGTACCG (reverse strand)

[Commented [A14]: 3’ 60-bp homology arm for DNA

template

Commented [A15]: Reverse primer to evaluate landing
pad insertion (primer sequence is the reverse
complement of the highlighted sequence)

‘[Commented [A12]: 5’ 60-bp homology arm for DNA j

[Commented [A16]: Avoid consensus splicing region }




