[image: ]DRAFT: DO NOT USE FOR FILMING


Submission ID #: 59192
Scriptwriter Name: Brigid Stadinski
Project Page Link: http://www.jove.com/files_upload.php?src=18053608

Title: Enhanced Yeast One-Hybrid Screens to Identify Transcription Factor Binding to Human DNA Sequences

Authors and Affiliations: 

Shaleen Shrestha1, Xing Liu1, Clarissa Stephanie Santoso1, Juan Ignacio Fuxman Bass1,2
1Department of Biology, Boston University, Boston, MA
2Bioinformatics Program, Boston University, Boston, MA

Authors: Please ensure that all authors’ names are spelled correctly and that the affiliations listed here are correct. This is how your names and affiliations will appear in your video.
Names are ok

Corresponding Author: 

Juan Ignacio Fuxman Bass	(fuxman@bu.edu)
Tel: (617)-353-2448

Email addresses for Co-authors: 

Shaleen Shrestha		(shaleens@bu.edu)
Xing Liu 			(liuxing@bu.edu)
Clarissa Stephanie Santoso 	(csantoso@bu.edu)




PLEASE READ THE INSTRUCTIONS IN THE GRAY BOXES CAREFULLY AND USE TRACK CHANGES WHILE MAKING ANY EDITS TO THE DOCUMENT. 
This document has several sections on separate pages, so take care to view each page.


Author Questionnaire:
Authors, please fill out the unanswered questions below.  

1. Microscopy: Does your protocol involve video microscopy, such as filming a complex dissection or microinjection technique? (Y/N)  N
Can you record movies/images using your own microscope camera? (Y/N) n/a
If no, JoVE will need to record the microscope images using our scope kit (through a camera port or one of the oculars). Please list the make and model of your microscope.

2. Does your protocol include software usage? (Y/N) N
If yes, we will need you to record using screen recording software to capture the steps. If you use a Mac, QuickTime X also has the ability to record the steps.

3. Which steps from the protocol section below are the most important for viewers to see? Please list 4-6 individual steps using the step numbers listed in this document. This information is important to prepare your Videographer for your shoot. (You do not need to include steps that will be screen captured. Please do not list entire sections.)
Authors, please answer this question with the steps listed here in the Protocol section below for use by the videographer.
It is difficult to select any 4-6 steps as all of them are equally important as this is a multistep protocol. Maybe the best way to approach the shoots with the robot is to show how to select options while explaining 2.2, 2.3, 2.4, 2.6, 2.7, 2.10. Then for steps 3.x maybe we can go faster in the selections making emphasis on what is specific to that step.

4. What is the single most difficult aspect of this procedure and what do you do to ensure success? Please list 1-2 individual steps using the step numbers listed in this document. (Please do not list entire sections.)
Authors, please answer this question with the steps listed here in the Protocol section below for use by the videographer.
The most difficult step is 3.6 and 3.7. It’s not a difficult step, but some of the avoidable issues of the assay (e.g., contamination, colonies missing in parts of the plate) can originate at this step.
As described in the protocol the key for having uniformly covered yeast lawn plates is to shake the plate with the beads for 1 min covering all corners and edges, and immediately flip the plate and tap to remove all beads from the agar.

5. Will the filming need to take place in multiple locations? (Y/N) N
Filming is in one location (24 Cummington Mall, room 748, Boston, MA)


Section - Introduction
Videographer: Interviewee Headshots are required. Take a headshot for each interviewee.

1. REQUIRED Interview Statements: (Said by you on camera)  - All interview statements may be edited for length and clarity.

· The total introduction length (i.e., Required and Optional Interview Statements) cannot exceed 150 words. 
· Restrict the length of each statement to no more than 30 words.
· Please answer the questions below in full sentences to highlight the significance of your protocol. You will be expected to memorize and deliver these sentences as spoken interview statements during filming. 
· Indicate the full name of each author who will give each statement. If only one author is giving the REQUIRED statements, the same author may speak both statements.

Why is your protocol significant? OR What key questions can this method help answer? 

1.1. Author NameJuan Fuxman Bass: The goal of enhanced yeast one-hybrid assays is to identify the set of transcription factors that bind to a DNA sequence of interest. ___________(Write your answer here in the form of a spoken statement. Don’t forget to replace “Author Name” with the name of the person who will be speaking the statement on camera).


What is the main advantage of this technique?

1.2. Author NameJuan Fuxman Bass: The advantage of this technique is that, contrary to other methods such as chromatin immunoprecipitation that evaluate one transcription factor at a time, enhanced yeast one-hybrid assays can evaluate more than 1,000 transcription factors in a single experiment.  ___________(Write your answer here in the form of a spoken statement. Don’t forget to replace “Author Name” with the name of the person who will be speaking the statement on camera)


OPTIONAL Interview Statements: (Said by you on camera)  - All interview statements may be edited for length and clarity.

· The following OPTIONAL questions may be answered to provide additional introductory information about your protocol. 
· These OPTIONAL statements must be spoken by different authors than those who gave the Required Interview Statements.
· The length of each OPTIONAL statement is restricted to no more than 30 words and contributes to the total introduction length, which cannot exceed 150 words. 
· Indicate the full name of each author who will give each OPTIONAL statement. 

Do the implications of this technique extend toward the therapy (or diagnosis) of a particular disease, disability, or challenge? How so?

1.3. Author Name: ___________(Write your answer here in the form of a spoken statement. Don’t forget to replace “Author Name” with the name of the person who will be speaking the statement on camera).

Are there any specific areas of research that this method could provide insight into? 

Can this method be applied to any other systems?

1.4. Author NameJuan Fuxman Bass: ___________(This method constitutes a key tool for functional genomics to identify the repertoire of transcription factors that bind to gene promoters, enhancers and to identify altered transcription factor binding to noncoding variants. (Write your answer here in the form of a spoken statement. Don’t forget to replace “Author Name” with the name of the person who will be speaking the statement on camera)


How would you expect an individual who has never performed this technique to struggle? 

Do you have any advice to offer to somebody who is trying this technique for the first time?

1.5. Author NameJuan Fuxman Bass: Given that this is a multistep, multi-day process, ___________ the main advice is to plan ahead and make sure all materials are ready for experiments.  (Write your answer here in the form of a spoken statement. Don’t forget to replace “Author Name” with the name of the person who will be speaking the statement on camera)


Why is visual demonstration of this method critical?

1.6. Author Name: ___________(Write your answer here in the form of a spoken statement. Don’t forget to replace “Author Name” with the name of the person who will be speaking the statement on camera)


Introduction of Demonstrator: (Said by you on camera)

· Please use this statement ONLY if any of the individuals who will be demonstrating the procedure on camera have not given a required or optional Introduction interview statement already.
· Include the full name(s) of the person(s) demonstrating the experiment followed by their title (e.g., technician, post doc, grad student, clinician, etc.) 
· Also indicate the full name of the author who will introduce the demonstrator(s). 

1.7. Author Name: Demonstrating the procedure will be _________ (name of the person or persons), a _________ (technician, post doc, grad student) from my laboratory. (Add additional mention of demonstrators as necessary).  
1.7.1. Interview style: Author saying the above 
1.7.2. The named technician, post doc, student looks up from workbench or desk or microscope and acknowledges the camera.







Section - Protocol
· Read through the entire protocol carefully to understand what you will need on the filming day and prepare accordingly. 
· The two-digit numbers (e.g. 2.1., 2.2.) represent the “steps” of you protocol and will be read by a professional voiceover talent. 
· The three-digit numbers (e.g. 2.1.1., 2.2.2.) represent the “shots” that our videographer will capture at your lab. 
· To ensure that your protocol can be filmed in a single work day, the protocol is restricted to 30 steps and/or 60 shots.
· It is critical for a smooth and organized shoot that all materials and work spaces are prepared and labeled (if applicable) in advance.   
· Any specimens/samples that require long or overnight incubation steps should be prepared in advance. (i.e. day 0 sample preparation will be filmed on the day of the shoot; day 1 samples should be prepared the day before the shoot so their processing can be filmed on the day of the shoot/after their overnight culture/treatment/etc.) 
Authors, to avoid having to re-record the audio for your video, please indicate how the narrators should pronounce the following in the narration of the video (i.e. as the letters or as something else):
Sc –Trp: Sc (spell out) minus tryptophan
Sc −U –H: Sc (spell out) minus uracil and histidine
YAPD: YAPD (spell out)
Sc −U −H −Trp + 5mM 3AT + 0.4 mM X-gal: Sc (spell out) minus uracil, histidine and tryptophan, containing 5 millimolar of 3AT and 0,4 millimolar of X-gal. If this is too long to say maybe we can say “the 3AT and X-gal containing plates”
eY1H: enhanced yeast one-hybrid 
CCL15: CCL 15 (spell out) 
IL17F: IL 17 F (spell out)
2. Spotting a Transcription Factor (TF) array
2.1. Thaw the yeast glycerol stock plates with the TF-prey array on ice [1-TXT].  Resuspend the yeast using a 12-channel pipette within 1 to 3 minutes before the next step [2]. 
2.1.1. MED: Talent places the yeast glycerol stock plates with the TF-prey array on ice.  TEXT: See text for TF-prey array preparation reference 
2.1.2. CU: Yeast as talent resuspends it using a 12-channel pipette 
2.2. To spot the yeast into Sc −Trp rectangular plates, use a high density array robot to select multi-well 96 plates as source, 96 agar plates as target, and 96 long pin pads.  Pin pads are not reusable and should be discarded [1-TXT].
2.2.1. MED-over the shoulder: Talent selects multi-well 96 plates as source, 96 agar plates as target, and 96 long pin pads using the robot touchscreen.  TEXT: See text for preparation of Sc – Trp rectangular plates
2.3. Select the Replicate Many program to make two copies per 96-well plate.  Do not use the recycle or revisit options to avoid back contamination of the frozen stocks.  Also select the option to swirl up and down in the source to mix the yeast [1].
2.3.1. CU: Robot touchscreen as talent selects the Replicate Many program and then the option to swirl up and down in the source. 
Authors, at this point, do you follow instructions from the robot to place plates, etc? Or is this done beforehand? 
We follow instructions by the robot. The robot indicates when to put the plates and where.
2.4. Allow the robot to spot the yeast into Sc −Trp rectangular plates [1].
2.4.1. CU: Robot as it works to spot the yeast into Sc −Trp rectangular plates.
2.5. Bag the spotted array and incubate agar-side up at 30 degrees Celsius for 2 to 3 days [1].
2.5.1. MED: Talent removes the spotted array from the robot and bags it.
2.6. To generate 384 colony arrays in Sc −Trp rectangular plates, select 96 agar plates as source, 384 agar plate as target, and 96 short pin pads [1].
2.6.1. CU: Robot touchscreen as talent selects 96 agar plates as source, 384 agar plate as target, and 96 short pin pads.
2.7. Select the 1 to 4 Array program [1].
2.7.1. MED-over the shoulder or CU: Robot touchscreen as talent selects the 1 to 4 Array program.  
2.8. In this way, four 96 colony plates will be consolidated into one 384 colony plate.  Do not use the recycle or revisit options to avoid contamination between different plates [1].
2.8.1. CU: Robot spots the yeast into 384 colony arrays in Sc −Trp rectangular plates.
2.9. Bag the plates and incubate the spotted 384-colony array agar-side up at 30 degrees Celsius for 2 days [1].
2.9.1. MED: Talent places the bagged, spotted 384-colony array, agar-side up at 30 degrees Celsius.	Comment by Juan Soto: I don’t think we need to film bagging the plates at each step. Only the first time. Maybe show the plates already bagged and being placed in the incubator.
2.10. To generate 1,536 colony arrays in Sc −Trp rectangular plates: select 384 agar plates as source, the 1,536 agar plates as target, and 384 short pin pads.  Select the 1 to 4 assay single source program [1].  
2.10.1. CU: Robot touchscreen as talent selects 384 agar plates as source, 1,536 agar plates as target, and 384 short pin pads.  Talent selects the 1 to 4 assay single source program.
2.11. The goal is to copy each colony into four colonies to obtain quadruplicates.  Use the recycle and revisit options as it involves copying four times each colony [1].
2.11.1. CU: Robot works to make the 1,536 colony arrays in Sc −Trp rectangular plates.
2.12. Bag the plates and incubate the spotted 1536-colony array agar-side up at 30 degrees Celsius for 3 days [1].
2.12.1. CU: 1536-colony array plate as talent bags it.	Comment by Juan Soto: Also, no need to show this step.
2.13. To amplify the 1,536 colony array in Sc −Trp rectangular plates, select 1,536 agar plates as source, 1,536 agar plates as target, and 1,536 short pin pads [1].  
2.13.1. Robot touchscreen as talent selects 1,536 agar plates as source, 1,536 agar plates as target, and 1,536 short pin pads. 
2.14. Select the Replicate Many program to replicate 3 to 4 copies.  Use the recycle and revisit option, but throw out the pad when switching to a different plate of the array to avoid cross contamination [1]. 
2.14.1. Robot touchscreen as talent selects the Replicate Many program and the recycle and revisit option.
2.15. Allow the robot to amplify the 1,536 colony array in Sc −Trp rectangular plates [1].
2.15.1. CU: Robot works to amplify the 1,536 colony array in Sc −Trp rectangular plates 
2.16. Bag the plates and incubate the spotted 1536-colony array agar-side up at 30 degrees Celsius for 3 days to use for mating steps [1].  
2.16.1. MED: Talent places the bagged array into the incubator.
2.17. After that, keep the plates at room temperature and copy again after 7 days for a new round of screening. – Authors, would it make more sense from a chronological perspective to put this step at the end of section 3?
Yes, this step can be placed at the end of section 3.
3. eY1H screen
3.1. To prepare the DNA-bait strain lawns for mating, spot the yeast DNA-bait strains on a Sc −U −H plate and grow for 3 days at 30 degrees Celsius [1-TXT].
3.1.1. MED: Talent spots the yeast DNA-bait strains on a Sc −U −H plate.  Authors, is this done manually? Yes, this is done manually.  TEXT: See text for preparation of Sc – U – H plates
3.2. Streak the yeast into a 15 centimeter Sc −U −H plate using a sterile toothpick, so that each plate fits 12 to 16 different strains [1].  
3.2.1. CU: Plate as talent streaks the yeast into a 15 cm Sc −U −H plate using a sterile toothpick, so that each plate fits 12 to 16 different strains.
3.3. NowThe next day, streak the yeast into a 15 centimeter Sc −U −H plate using a sterile toothpick, so that each plate fits 4 different strains [1].  
3.3.1. CU: Plate as talent streaks the yeast into a 15 cm Sc −U −H plate using a sterile toothpick, so that each plate fits 4 different strains.
3.4. Incubate both plates for one day at 30 degrees Celsius. –Authors, does it make sense chronologically to consolidate the incubation of both plates into one line (so that it is not too repetitive sounding)? No. First you do the plate with 12-16 strains, you incubate one day, and then you transfer to 4 strains per plate and grow again for one day. The goal is to amplify the yeast for the next step.
3.4.1. MED: Talent places the plate with the 4 strains into the incubator next to the plate with the 12-16 strains.
3.5. Following incubation, scrape the yeast using a sterile toothpick, making sure not to scrape any agar and add into a 1.5 milliliter tube with 500 microliters of sterile water [1].
3.5.1. CU: Plate as talent scrapes the yeast using a sterile toothpick and adds into a 1.5 mL tube with 500 microliters of sterile water. 
3.6. Now, add 10 to 15 sterile glass beads onto a YAPD rectangular plate [1-TXT].  Add the yeast suspension onto the plate and shake thoroughly in all directions for 1 minute to ensure the yeast is spread through all the plate [2].
3.6.1. CU: Plate as talent adds 10 to 15 sterile glass beads onto a YAPD rectangular plate.  TEXT: See text for preparation of YAPD rectangular plates
3.6.2. CU: Plate as talent finishes adding the yeast suspension and shakes thoroughly in all directions to ensure yeast is spread through all the plate.
3.7. Invert the plate immediately and tap so that the beads go to the lid.  Remove and recycle the beads [1].  Bag the plates and incubate agar-side down for 1 to 2 days at 30 degrees Celsius.  Then proceed to the mating step [2].
3.7.1. CU: Plate as talent inverts it, taps it and collects the beads from the lid.
3.7.2. MED: Bagged plates as talent incubates them agar-side down.
3.8. To mate the yeast DNA-bait and TF array strains, transfer the TF array to a YAPD rectangular plate with the robot [1].
3.8.1. WIDE: Talent approaches the robot with the DNA-bait and TF array strains and YAPD rectangular plate.
3.9. Select the 1,536 agar plate as source and target, and the 1,536 short pin pad.  Select the Replicate Many program [1].
3.9.1. CU: Robot touchscreen as talent selects the 1,536 agar plate as source and target, and the 1,536 short pin pad.  Then talent selects the Replicate Many program.
3.10. Each TF array plate can be used to transfer to 3 to 4 YAPD plates. The TF array plates used for mating must be 2 to 3 days old but not more as mating may be inefficient [1].
3.10.1. Robot as it transfers the TF array to the YAPD rectangular plate.
3.11. To transfer the lawn of a DNA-bait strain to the YAPD plates already containing the TF array with the robot, select the 1,536 agar plate as source and target, and the 1,536 short pin pad [1]. 
3.11.1. CU: Robot touchscreen as talent selects the 1,536 agar plate as source and target, and the 1,536 short pin pad.
3.12. Select the Replicate Many program.  Use a random offset in the source with a radius of approximately 0.6 millimeters to avoid taking yeast from the same spot, and mix on target to facilitate contact between yeast strains [1].
3.12.1. CU: Robot touchscreen as talent selects the Replicate Many program.  Talent uses a random offset in the source with a radius of approximately 0.6 millimeters and mixes on target to facilitate contact between yeast strains.
3.13. Use the lawn containing the DNA-bait strains as the source, and the YAPD plates containing the spotted TF array as target [1].  Bag the plates and incubate agar-side up at 30 degrees Celsius for 1 day [2].
3.13.1. CU: Robot as it transfers the lawn of a DNA-bait strain to the YAPD plates already containing the TF array.
3.13.2. MED: Talent pulls out the plate from the robot and bags it.
3.14. For selection of diploid yeast, select the 1,536 agar plate as source and target, and select the 1,536 short pin pad.  Select the Replicate program.  Mix on source and on target [1].
3.14.1. CU: Robot touchscreen as talent selects the 1,536 agar plate as source and target, and the 1,536 short pin pad.  Talent selects the Replicate program, mix on source and on target
3.15. Allow the robot to transfer the mated yeast from the YAPD plates to Sc −U −Trp plates [1].
3.15.1. Robot as it transfers the mated yeast from the YAPD plates to the Sc −U −Trp plates. 
3.16. Bag the plates and incubate agar-side up at 30 degrees Celsius for 2 to 3 days [1].
3.16.1. MED: Talent places the bagged plates into the incubator.
3.17. Now, select the 1,536 agar plates as source and target, and the 1,536 short pin pad.  Select the Replicate program [1].
3.17.1. CU: Robot touchscreen as talent selects the 1,536 agar plates as source and target, and the 1,536 short pin pad.  Talen selects the Replicate program.
3.18. Transfer the diploid yeast from the Sc −U −Trp plates to the readout rectangular plates Sc −U −H −Trp + 5mM 3AT + 0.4 mM X-gal using the robot [1].  
3.18.1. CU: Robot as it transfer the diploid yeast from the Sc −U −Trp plates to the readout rectangular plates Sc −U −H −Trp + 5mM 3AT + 0.4 mM X-gal.
3.19. Bag the plates and incubate agar-side up at 30 degrees Celsius for up to 7 days [1].
3.19.1. CU: Incubator as talent places the bagged plates there.
3.20. For DNA-bait strains with high background reporter activity, take pictures on days 2, 3, and 4.  Otherwise, take pictures at days 4 and 7 [1].
3.20.1. Talent works to take pictures of the plates.  


OPTIONAL – Critical Step Statement:
· An OPTIONAL brief statement may be submitted for further elaboration of the best way to perform the required technique for the single most critical step of this procedure. 
· If there is no single critical step, then there is no need to fill out this statement.
· This will be an interview style shot interjected after the relevant step within the Protocol section of the video. 
· This statement is limited to 30 words or less. 
· Please indicate the full name of the Author who will give this statement and the step of the protocol to which the statement pertains using the step numbers from the Protocol section (above).
Fill in the details below based on the instructions above for the “Critical Step Statement”
Author name, Step            :           (Write your answer here in the form of a spoken statement. Don’t forget to replace “Author Name” with the name of the person who will be speaking the statement on camera)


Section – Results
The Results section is restricted to 200 words of narrative. Please read through the results as presented to make sure that it accurately represents your findings. If you would like to highlight other data, please revise this section accordingly, keeping in mind the word count restriction. Please note that we cannot include narrative without an accompanying visual. 

4. Results: Examples of eY1H Readout Plates and Potential Problems 
4.1. To illustrate the type of results that can be obtained using eY1H assays, the promoter regions of the CCL15 and IL17F genes were screened against an array of 1,086 human TFs [1].
4.1.1. Figure 2 – Authors, please provide a version of figure 2 without the “A” and “B” labels.  If you have flattened this figure, please submit it in its original file format as unflattened, layered images so that different components can be emphasized in the video.
4.2. The CCL15 promoter is an example of a non-autoactive DNA-bait where interactions, even weak ones, can be easily detected [1]. 
4.2.1. Figure 2 – Video editors, please emphasize the boxes in the left-most panel (all colors).
4.3. The IL17F promoter is an example of an autoactive DNA-bait with uneven background reporter activity, where some interactions can be detected [1], while for several TFs it is uncertain whether the reporter activity is higher than background [2].
4.3.1. Figure 2 – Video editors, please emphasize the red and orange boxes in the right-most panel.
4.3.2. Figure 2 – Video editors, please emphasize the yellow boxes in the right-most panel.
4.4. There are several problems that can occur when performing eY1H assays. In this case, colonies are too small and fail to transfer.  Typically, approximately 95% of TF-prey colonies display normal growth [1]. 
4.4.1. Figure 3A – Authors, please provide a separate version of figure 3A without the “A” label.  If you have flattened this figure, please submit it in its original file format as unflattened, layered images so that different components can be emphasized in the video. 
4.5. In this example, there is no yeast growth in a portion of the plate.  This issue is generally related with a failure in the mating step if the 1,536 pin pad fails to make contact with the yeast in the DNA-bait strain lawn, the TF array, or in the mating plate [1]. 
4.5.1. Figure 3B – Authors, please provide a separate version of figure 3B without the “B” label.  If you have flattened this figure, please submit it in its original file format as unflattened, layered images so that different components can be emphasized in the video.
4.6. In these two examples, no interactions are detected [1].  This issue is often related to either unintended inactivating mutations in the reporter genes, in particular LacZ [2], or to high autoactivity that mask interactions [3]. 
4.6.1. Figure 3C+D – Authors, please provide a separate version of figure 3C and 3D together without the “C” and “D” labels.  If you have flattened this figure, please submit it in its original file format as unflattened, layered images so that different components can be emphasized in the video.
4.6.2. Figure 3C+D – Video editors, please emphasize the leftmost panel.
4.6.3. Figure 3C+D – Video editors, please emphasize the rightmost panel.
4.7. [bookmark: _GoBack]In this case, tThe plate presents random blue spots, which is often related to bacterial contamination [1].  
4.7.1. Figure 3E – Authors, please provide a separate version of figure 3E without the “E” label.  If you have flattened this figure, please submit it in its original file format as unflattened, layered images so that different components can be emphasized in the video.



Section - Conclusion
5. Conclusion Interview Statements: (Said by you on camera) - All interview statements may be edited for length and clarity.

· Below are questions for statements that can be used to further emphasize the significance of your protocol. At least one statement is required.
· Each statement is limited to 30 words.
· Answer the questions in full sentences, as you will be expected to memorize and deliver the sentences as spoken interview statements during filming. 
· Indicate the full name of the author who will give each Conclusion Interview statement. 
What is most important thing to remember when attempting this procedure? Please indicate the steps (e.g., 2.4., 2.5.) in the Protocol section this advice correlates to.
5.1. Author NameJuan Fuxman Bass: The most important thing to consider is proper plate preparation, making sure that all components are added and that agar height is uniform as all subsequent steps depend on this. ____ (Step: 1__) (Write your answer here in the form of a spoken statement. Don’t forget to replace “Author Name” with the name of the person who will be speaking the statement on camera)
Following this procedure, what other methods can be performed? What questions would these additional methods answer?
5.2. Author NameJuan Fuxman Bass: ____ As with any DNA binding assay, it is important to validate the interactions identified using functional assays such as reporter assays or TF knockdown or knockout followed by measuring expression of the target gene.  (Write your answer here in the form of a spoken statement. Don’t forget to replace “Author Name” with the name of the person who will be speaking the statement on camera)
After its development, did this technique pave the way for researchers to explore new questions within a specific scientific field? If so, how?
5.3. Author NameJuan Fuxman Bass: ____ This method has allowed the identification of TFs that regulate genes involved in particular biological processes, as well as TFs with altered binding to noncoding disease-associated variants. (Write your answer here in the form of a spoken statement. Don’t forget to replace “Author Name” with the name of the person who will be speaking the statement on camera)
Are any of the reagents or instruments hazardous? If so, please use this interview statement to remind viewers of what precautions they should take.
5.4. Author NameJuan Fuxman Bass: ___(Although most reagents are not hazardous it is important to wear gloves at all times to avoid contamination of the samples and plates. (Write your answer here in the form of a spoken statement. Don’t forget to replace “Author Name” with the name of the person who will be speaking the statement on camera)

Thank you for following the instructions and addressing our questions. We will incorporate your answers/suggestions and send you the finalized script before your shoot. You will also receive detailed shoot preparation instructions in the email accompanying the finalized script.
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