
TAAAACGACGGCCAGT GAATTC TAATACGACTCACTATA GGGGAGAGGCCCGAAGGCC

CTGATGAGTCCGTGAGGACGAAACGGTACCCGGTACCGTC  GGCCTTCGGGCCAA  

ATCTATATAGCTATTTTTTTTAACTTCCTTTATTTTCCTTACAGGGTTTTAGACAAAATCAAAAAGAAGG
AAGGTGCTCACATTCCTTAAATTAAGGAGTAAGTCTGCCAGCATTATGAAAGTGAATCTTACTTTTGT
AA

TCGATCCGGTTCGCCGGATCCAAAT  CGGGCTTCGGTCCGGTTC  GGGCGGCATGGTCCCAGCC

TCCTCGCTGGCGCCGCCTGGGCAACATGCTTCGGCATGGCGAATGGGACCGGATCCGGGG 

GGATCC  TCTAGAGTCGACCTGC
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Fig 2
B in-cell ΔSHAPE reactivity (SMN-C3±) of the ampliconA
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Table 1

Primer name 5'-3' Sequence
Ribozyme-FW TAAAACGACGGCCAGTGAAT
Ribozyme-RV GCAGGTCGACTCTAGAGGAT
RT primer GAACCGGACCGAAGCCCG



Name Sequence (5'->3')
SMN2E7-338-FW AAAGACTATCAACTTAATTTCTGA
SMN2E7-338-RV TGTTTTACATTAACCTTTCAACT
SMN2E7-276-FW AATGTCTTGTGAAACAAAATGCT
SMN2E7-276-RV AACCTTTCAACTTTCTAACATCT
SMN2E7-251-FW TGAAACAAAATGCTTTTTAACATCC
SMN2E7-251-RV TCAACTTTCTAACATCTGAACTTTT

Table 2
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