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Dear Author(s),

This document is divided into a number of sections in which you can add your comments to the video, voiceover, and online text/PDF.   Please be aware that our policy is to do a single complimentary revision, so it is critical that all participants in this project offer their comments collectively.   In addition, please make sure that your comments are easily interpreted and transparent. 

Have fun!

Protocol Name: 58646
Date: 8 January 2019
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Please fill in any missing author information not included in the video.
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Video Comments

Please fill in any comments you wish to make using the table below using the example as a guide.  If you need more space to write, please do so below the table.  DO NOT ADD CORRECTIONS TO THE NARRATION HERE.  PLEASE DO THIS IN THE AUDIO COMMENTS SECTION.

	
	Time code
	Comment
	Requested Change

	Example
	2:52
	Onscreen text says use 0.25 mM Fluo-4  
	Text should say use 0.50 mM Fluo-4

	1.
	3:52
	Onscreen text says “Rx-DFP”

	Text should say “Rx-DFO”

	2.
	2:32
	Onscreen text says 415µL/well. Keep in dark ice box
	Please change to “For ten plates: 415µL/well. Keep in dark ice box”

	3.
	6:30
	The shot for “Keep reagents covered from light” is incorrect. 
	Please use footage shot just after aliquoting the master mix (not included in the rough-cut) or mins 2:38-2:40 in the rough-cut can be used. Former preferred.

	4.
	
	
	

	5.
	
	
	

	6.
	
	
	

	7.
	
	
	

	8.
	
	
	

	9.
	
	
	

	10.
	
	
	

	11.
	
	
	

	12.
	
	
	

	14.
	
	
	

	15.
	
	
	

	16.
	
	
	

	17.
	
	
	

	18.
	
	
	

	19.
	
	
	

	20.
	
	
	


Audio Comments

This section is used to specify the changes that need to be made to the narration.   Please follow the example below as a guide to list your changes. If there is a pronunciation change, please provide a phonetic pronunciation key.  

	
	Time code
	Comment
	Step(s) in Shotlist 
	Rewritten Text or Corrected Pronunciation (highlight in bold)

	Example
	1:49
	Original Script Text: 

“Then, show the participant their electromyography, or EMG patterns, which correspond to eight specific and unique polar plots.”
	2.2
	Rewritten Script Text:

“Then, show the participant the unique and specific polar plots, which correspond to their electromyography, or EMG (pronounced E-M-G) patterns.”

	1.
	1:26-1:35
	
	
	Add script text:

“Copy number analysis uses relative quantification of the target KIR genes to a reference gene”

	2.
	1:37
	
	
	Perhaps the following sentences can be included prior to setting the plates up “qKAT is designed and setup to be a high-throughput technique. Hence, each reaction can be performed on just under 1000 samples. The following steps show the steps involved in the preparation and platting out each 96-well DNA plate.”

	3.
	2:14-2:15
	Original Script Text: 

“First, defrost the q-P-C-R buffer, primer, and probe aliquots at 4 degrees Celsius”
	3.1
	Would it be possible to include the following line “To set up one qKAT reaction for ten 384 well plates” before the current line at 2:15 “First, defrost the qPCR buffer…”

	4.
	2:49-2:50
	
	After 3.3.2
	Would it be possible to include a reminder to perform water washes on the liquid handling system between each 384-well plate? “Remember to perform a short water wash to clean the needles of the liquid handling system if dispensing master-mix on more than one 384 well DNA plate” **There is footage (not included in the rough-cut) showing the last plate being placed on top of 9 prepared 384xwell plates. **

	5.
	4:35


	Original Script Text:
“Then, select the correct filters and color compensations for STAT6 and each of the K-I-R genes. Set the noise band to exclude the background noise. After this, open the analysis tab and set the fit points to 3 and select “Show fit points”
	5.5
	After “…show fit points”, please include a line that says “Save changes and repeat the steps with appropriate settings for fitpoint and second derivative analysis for the KIR genes”.

	6.
	6:06
	
	7.1
	KIR should be pronounced “KEER” like “BEER” i.e.

“KEER-2-D-L-4” and “KEER-3-D-S-1”

	7.
	6:12
	Original Script Text:
“The most frequent copy number observed for KIR3DS1 was 1”
	7.1
	Rewritten Script Text:

“The most frequent copy number observed for KIR3DS1 was 0”

	8.
	
	
	
	

	9.
	
	
	
	

	10.
	
	
	
	

	11.
	
	
	
	

	12.
	
	
	
	

	13.
	
	
	
	

	14.
	
	
	
	

	15.
	
	
	
	

	16.
	
	
	
	

	17.
	
	
	
	

	18.
	
	
	
	

	19.
	
	
	
	

	20.
	
	
	
	


Online Text/PDF Protocol

Please use this table to address changes that need to be made to the online text/PDF document. Both the online text and PDF are generated from the HTML template of your article. Since the PDF is generated from the HTML by our conversion software, it may contain formatting errors. For major structural changes or more than 10 spelling or grammatical mistakes, we will require re-upload of the entire document.     

	
	Protocol Step
	Comment
	Requested Change (highlight in bold)

	Example
	1.1
	Step says “Centrifuge lysate at 2,000 x g.”
	Please correct to “Centrifuge lysate at 4,000 x g.”

	1.
	Introduction, paragraph 2
	Original text:

The combination of variants within the KIR genes and the HLA genes influences receptor ligand interaction that is shaping potential NK cell responsiveness at the individual level
	Re-written text:
The combination of variants within the KIR genes and the HLA genes influences receptor ligand interaction that shapes potential NK cell responsiveness at the individual level

	2.
	Protocol, 5.3.3
	
	VIC/HEC/YELLOW555(533-580) should be in bold

	3.
	Protocol, 7.2
	Original text:

See Table 5 for the most frequent copy number of KIR genes typically observed in Caucasian populations.
	Re-written text:

See Table 5 for the most frequent copy number of KIR genes typically observed in European-origin populations.

	4.
	Representative Results, Paragraph 4 
	Original text:

Published data from Caucasians
	Re-written text:

Published data from samples of European-origin

	5.
	Representative Results, Paragraph 5 
	Original text:

The imputation works on the basis of a list of reference haplotypes observed in a European-origin/Caucasian population.
	Re-written text:

The imputation works on the basis of a list of reference haplotypes observed in a European-origin population.

	6.
	Discussion- Paragraph 2
	Original text:

This is to make sure
	Re-written text:

This is to ensure

	7.
	Introduction
	Original text:

for KIR2DL4, which is a unique KIR that contains long cytoplasmic tails..”


	Re-written text:

for KIR2DL4, which is a unique KIR that contains a long cytoplasmic tail..



	8.
	Table 2

Column 2(Reaction 4)
	Original text

3DL1E5
	Re-written text:

3DL1E4

	9.
	Table 3
	Original column title

Sequence
	Re-written column title:

Sequence (5 ́-3 ́)

	10.
	Table 3
	Original column title

Tm a


	Re-written column title:

Tm

	11.
	Table 3
	Original column title

Position b


	Re-written column title:

Position



	12.
	Table 5
	Original Table title:

“Most frequent copy number for KIR genes commonly observed in Caucasian/European-origin samples”


	Re-written Table title:

“Most frequent copy number for KIR genes commonly observed in samples of European-origin”



	13.
	Table 6
	Original Table title:

“Linkage disequilibrium between KIR genes commonly observed in Caucasian/European-origin populations can be used to

check copy number data”


	Re-written Table title:

“Linkage disequilibrium between KIR genes commonly observed in European-origin populations can be used to

check copy number data”



	13.
	Discussion
	Original text:

methods like SSP PCR
	Re-written text:

methods like SSP-PCR

	14.
	Discussion
	Original text:

calculation/prediction
	Re-written text:

calculation

	15.
	Introduction

Results

Table 5 and 6

Discussion

(i.e throughout manuscript) 
	Original text:

Caucasian
	Re-written text:

Remove “Caucasian”

Replace with:

European-origin

	16.
	Discussion
	
	Add as the fourth paragraph:

For laboratories without liquid/plate-handling robots, master mix can be dispensed using multi-channel pipettes and plates can be manually loaded into the qPCR instrument.

	17.
	Tables (PDF and online manuscripts)
	
	The text is stretching across cells in certain places. Please re-format the tables to rectify this problem.
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