Point-by-Point Responses to the Reviewers’ Comments
We wish to thank reviewer for his/her support and valuable comments on this work.
Reviewers' comments:

Reviewer #1:

Manuscript Summary:

This manuscript authored by Wang et al describes a methodology for creating homo and heterografts between watermelon cultivar "8424" and the bottle gourd landrace "Y1". Further, it explains the changes in miRNA expression pattern that was ascertained using Next Generation Sequencing (NGS) platforms. Overall the manuscript was well presented however, I feel there some concerns that need to be addressed to merit a publication.

Major Concerns: 

There is nothing new to create a homo or hetero grafts of watermelon and bottle gourd. Similarly use of NGS based deep sequencing efforts to obtain small RNA expression data is being carried out in most of the crops. Hence, I don't see any valid reason for this manuscript to warrant a publication in Journal of visualized experiments

Response：JoVE is a methods journal, and the current MS was made upon invitation of the journal editor.

Minor Concerns:

If Editor decides the work presented in this manuscript falls well within the scope of journal then following revisions are suggested

a) The word "overperforming" in abstract needs to be changed. Though writing has been good. There are instances of incorrect words.

Response:  This sentence has been reparsed. Incorrect wording throughout has been carefully corrected. 

b) abstract states that " The presented methods are easily transferable to other plant grafting systems to interrogate miRNA regulations under various environmental stresses such as heat, drought and salinity" but authors provide neither experimental proof of their own or published information to support this claim. Better to reword the sentence  

Response: we have rephrased the sentence to “The presented methods are also useful for other plant grafting systems to interrogate miRNA regulations under various environmental stresses such as heat, drought and salinity”.
c) No validation of miRNA expression, following deep sequencing, was presented in the manuscript. Especially quantitative real-time PCR (RT-qPCR) based validation of few select miRNAs could have been better and more convincing. In the absence of this data the results and interpretation is not convincing.

Response: We thank the reviewer for this suggestion. Yes, including RT-qPCR validation of miRNAs expression could have been better. However, as a method article dedicated to presenting the technical details of our hetero-grafting methods, the current MS does not include this part. 
d) Figure 1 is unnecessary and at the best could be described as a text-book material does not suit scientific publication hence better to remove it

Response: Given that JoVE is a methods journal, Figure 1 is considered useful in this article. 

