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Dear Author(s),

This document is divided into a number of sections in which you can add your comments to the video, voiceover, and online text/PDF.   Please be aware that our policy is to do a single complimentary revision, so it is critical that all participants in this project offer their comments collectively.   In addition, please make sure that your comments are easily interpreted and transparent. 

Have fun!

Protocol Name: Detection of Low Copy Number Integrated Viral DNA Formed by In Vitro Hepatitis B Infection
Date: 25/09/2018
Authors and Affiliations

Please fill in any missing author information not included in the video.

	Order
	Author
	Affiliation
	Email

	
	
	
	

	
	
	
	

	
	
	
	

	
	
	
	

	
	
	
	

	
	
	
	

	
	
	
	

	
	
	
	

	
	
	
	

	
	
	
	

	
	
	
	

	
	
	
	

	
	
	
	

	
	
	
	

	
	
	
	


Video Comments

Please fill in any comments you wish to make using the table below using the example as a guide.  If you need more space to write, please do so below the table.  DO NOT ADD CORRECTIONS TO THE NARRATION HERE.  PLEASE DO THIS IN THE AUDIO COMMENTS SECTION.

	
	Time code
	Comment
	Requested Change

	Example
	2:52
	Onscreen text says use 0.25 mM Fluo-4  
	Text should say use 0.50 mM Fluo-4

	1.
	1:20
	Steps 6-8 are completely missing from the video 
	Add in video for this procedure
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Audio Comments

This section is used to specify the changes that need to be made to the narration.   Please follow the example below as a guide to list your changes. If there is a pronunciation change, please provide a phonetic pronunciation key.  

	
	Time code
	Comment
	Step(s) in Shotlist 
	Rewritten Text or Corrected Pronunciation (highlight in bold)

	Example
	1:49
	Original Script Text: 

“Then, show the participant their electromyography, or EMG patterns, which correspond to eight specific and unique polar plots.”
	2.2
	Rewritten Script Text:

“Then, show the participant the unique and specific polar plots, which correspond to their electromyography, or EMG (pronounced E-M-G) patterns.”

	1.
	1:30
	“Tenofovir disoproxil” and “Lamivudine” are mispronounced
	1.9
	Repeat with “te-no-fo-VIR dis-o-prox-il” (as per https://www.youtube.com/watch?v=xVP_mIPFRKM) and “la-miv-yoo-deen” (as per https://www.youtube.com/watch?v=Se_SpgbMD44)

	2.
	2:30
	Original text  “… a 40 μL reaction volume containing 1x double digest reaction buffer and 10 U NcoI-HF.”
	2.1.
	Please correct to “… a 40 μL reaction volume containing 1x digestion reaction buffer  and 10 U NcoI-HF.” 

	3.
	5:00
	Original text  “… a 40 μL reaction volume containing 1x double digest reaction buffer”
	2.12
	Please correct to “… a 40 μL reaction volume containing 1x digestion reaction buffer…”
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Online Text/PDF Protocol

Please use this table to address changes that need to be made to the online text/PDF document. Both the online text and PDF are generated from the HTML template of your article. Since the PDF is generated from the HTML by our conversion software, it may contain formatting errors. For major structural changes or more than 10 spelling or grammatical mistakes, we will require re-upload of the entire document.     

	
	Protocol Step
	Comment
	Requested Change (highlight in bold)

	Example
	1.1
	Step says “Centrifuge lysate at 2,000 x g.”
	Please correct to “Centrifuge lysate at 4,000 x g.”

	1.
	Introduction
	For the statement “Accumulating evidence suggests that each integration event occurs in an essentially random position within the host cell genome”, we have now shown this in 2 recent publications. 
	Please insert the following two references: 
1. Budzinska  M.,  Shackel  N.A.,  Urban,  S.,  and  Tu  T. (2018)  
Sequence  Analysis  of  Integrated  Hepatitis  B  Virus  DNA  during  HBeAg-Seroconversion  
Emerging  Microbes  and  Infections,  Jul  2018,  DOI:110.1038/s41426-018-0145-7
2. Budzinska  M.,  Shackel  N.A.,  Urban,  S.,  and  Tu  T. (2018)  
Cellular  genomic  sites  of  HBV  DNA  integration  
Genes,  Jul  2018,  DOI:10.3390/genes9070365  

	2.
	Introduction
	Sentence reads “HBV DNA integration occurs somewhat rarely, at a rate of 1 per 10000 cells”
	Please correct to “HBV DNA integration occurs somewhat rarely, at a rate of 1 per 104 cells” for consistency

	3.
	Introduction
	Sentence reads “If carried out as described in this protocol, invPCR represents a specific and sensitive assay that identifies and quantifies (in absolute copy numbers) multiple HBV DNA integrations”
	Please correct to “If the assay is carried out as described in this protocol, invPCR represents a specific and sensitive assay that identifies and quantifies (in absolute copy numbers) multiple HBV DNA integrations”

	4.
	Introduction
	Sentence reads “The HBV DNA integrations formed in vitro resemble those found in patient tissues with respect to their distribution over the cellular genome and junction within the viral sequence that is integrated”
	Please add an additional reference: 
1. Budzinska  M.,  Shackel  N.A.,  Urban,  S.,  and  Tu  T. (2018)  
Sequence  Analysis  of  Integrated  Hepatitis  B  Virus  DNA  during  HBeAg-Seroconversion  
Emerging  Microbes  and  Infections,  Jul  2018,  DOI:110.1038/s41426-018-0145-7

	5.
	2.1. 
	Sentence reads “… a 40 μL reaction volume containing 1x double digest reaction buffer (e.g., CutSmart buffer) and 10 U NcoI-HF.”
	Please correct to “… a 40 μL reaction volume containing 1x digestion reaction buffer (e.g., CutSmart buffer) and 10 U NcoI-HF.” 

	6.
	2.12
	Sentence reads “… a 40 μL reaction volume containing 1x double digest reaction buffer (e.g., CutSmart buffer)…”
	Please correct to “… a 40 μL reaction volume containing 1x digestion reaction buffer (e.g., CutSmart buffer)…”

	7.
	Discussion
	Sentence reads “… it should easily to differentiate between log-level changes in integration frequency”
	Please correct to “… it should easily measure log-level changes in integration frequency”
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