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5.2B.  “C” was excluded because it contained too many overlapping chromosomes and "D" had excessive numbers of separated sister chromatids.

5.3A The software may incorrectly flag some objects as dicentric chromosomes like object 2. It inflates dicentric counts in samples.

5.5B One sample that had a poor goodness of fit to Poisson distribution was not accurate. This was a lower quality sample; it contained too many images with incorrectly classified dicentric chromosomes resulting from sister chromatid separation. 
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