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A.  Microscopy: Does your protocol involve video microscopy, such as filming a complex dissection or microinjection technique? (Y/N)___N_____  
Can you record movies/images using your own microscope camera? (Y/N)____N/A____  
If no, JoVE will need to record the microscope images using our scope kit (through a camera port or one of the oculars). Please list the make and model of your microscope: ___________________N/A__________________________

B.   Software Usage: Does your protocol include detailed, step-by-step, descriptions of software usage? (Y/N)___Y_____ 

C.  Which steps of your protocol will viewers benefit most from having filmed? Please list 4-6 individual steps using the step numbers listed in this document. (Please do not list entire sections.) ___________________________________________
2.1, 2.2, 2.3, 2.4, 3.1, 3.2

D.  What is the single most difficult aspect of this procedure and what do you do to ensure success?  Please list 1-2 individual steps using the step numbers listed in this document. (Please do not list entire sections.) ___________________________
Tune the instrument prior measuring that day: Measure O1 from step 2.4
Measure T1 for the API to apply the correct relaxation delay for the SOLID experiment prior measuring all the samples: step 3.1 

E.  Will the filming need to take place in multiple locations? (Y/N) __N_____ If yes, how far apart are the locations? ___________________________________________________


1. Introduction (Experimental Goal and Author Interviews) – As the beginning of your video, the introduction should clearly present the goal of your method to the viewer and its significance.  Other information can be provided according to the various statements below, but the total introduction should not exceed 150 words. 

A. Experimental Goal: (read by voice talent at JoVE)

The overall goal of this low-field fluorine-19 Time-Domain Nuclear Magnetic Resonance methodology is to determine the average content of fluorinated drugs in formulated drug products.  This is a non-destructive technique for drug development and manufacturing in the pharmaceutical industry. (Intro)

B.  Required Interview Statements: (Said by you on camera. Don’t forget to smile!)  
1.1. Maria Silva Elipe: This method can help answer key questions within the pharmaceutics field in the process of formulating drugs in drug products, such as the average content of drugs in tablets or capsules [1-MED]. 
1.1.1. Maria speaks toward camera, interview style
1.2. Maria Silva Elipe: The main advantage of this technique is that it is non-destructive and faster than conventional methods such as high-performance liquid chromatography when measuring the average content of drugs in drug products [1-MED].   
1.2.1. Maria speaks toward camera, interview style


Protocol: (read by voice talent at JoVE)

2. Preparation of Samples and NMR Instrument for 19F TD-NMR Measurement
2.1. Weigh the samples for calibration in the appropriate NMR tubes until the marking line, or around 30 millimeters in height [1-MED-TXT].  
2.1.1. Talent weighs the samples for calibration in the appropriate NMR tubes.  TEXT Overlay: 2.5-, 3-, 5-, 10-, 18-, and 25-mm OD NMR tubes
2.2. Also weigh the formulated drug product samples in the appropriate NMR tubes until the marking line, or around 30 millimeters in height [1-CU-TXT].
2.2.1. NMR tube as talent weighs the formulated drug product samples there.  TEXT Overlay: Tablets or capsules
2.3. Next, place the Teflon standard sample inside a 25- or 26-millimeter NMR tube [1-CU].  Place the NMR tube into the probe inside the magnet [2-WIDE-TXT].  Allow the tube to equilibrate for 5 to 10 minutes before tuning the instrument to F-19 [3-MED-over the shoulder].
2.3.1. NMR tube as talent places the sample there.  
2.3.2. Talent places the NMR tube into the probe inside the magnet.  TEXT Overlay: See text for temperature and frequency settings
2.3.3. Talent tunes the instrument to F-19.
2.4. Select “Auto O-one” under the “Commands” menu in the RINMR (pronounced as “R-I-N-M-R”) software [1-LM].  Repeat the measurement at least 3 times and take the last value of the O-one parameter [2-LM].
2.4.1. 55850_Elipe_SCREEN_2.4.1.png –“Auto O1” is selected under the “Commands” menu in the RINMR software.  Editors, please use a zoom bubble to highlight “Auto O1”  
2.4.2. 55850_Elipe_SCREEN_2.4.2.png - Screen capture of O1 result with RINMR window in the background.  Editors, please use a zoom bubble to highlight “O1 set to -7469.20”  
2.5. Navigate to the “Commands” menu in the RINMR software and select “Auto P90” [1-LM] to calibrate the 90-degree pulse for F-19 with the standard Teflon sample using the standard automated calibration sequence available in the instrument [2-LM].
2.5.1. 55850_Elipe_SCREEN_2.5.1.png – “Auto P90” is selected under the “Commands” menu in the RINMR software.  Editors, please use a zoom bubble to highlight “Auto P90”  tk? And tk 4 skip first 25 secs if using live footage
2.5.2. 55850_Elipe_SCREEN_2.5.2.png - Screen capture of results of P90 with the P90 curve as background.   Editors, please use a zoom bubble to highlight “P90 set to 7.25”  
3. Measurement of the T1 or Longitudinal Relaxation Time for Standard Pure API Samples
3.1. For a better signal-to-noise ratio, place the API (pronounced as letters “A-P-I”) sample prepared in the 25-millimeter NMR tube inside the F-19 probe installed in the magnet and let it equilibrate for at least 10 minutes [1-WIDE or MED-TXT].
3.1.1. Talent places the API sample prepared in the NMR tube inside the F-19 probe installed in the magnet.  TEXT Overlay: API = active pharmaceutical ingredient 
3.2. Measure the T1 (pronounced as “T-one”) relaxation time, following the instructions of the instrument manual, for each API sample using the standard experiment for inversion-recovery from the RINMR software [1-MED-over the shoulder].
3.2.1. Talent begins setup for the standard experiment for inversion-recovery.
3.3. To measure the relaxation time, navigate to “Sequence” and select “Load” in the RINMR software [1-LM].  Then, select the inverse-recovery pulse sequence and click “Open [2-LM].”  Check that the basic parameters have the correct values by clicking the “A” tab [3-LM].
3.3.1. 55850_Elipe_SCREEN_3.4.1.png – Screen capture showing ‘Sequence” and “Load” to load the T1 pulse sequence invrec.exe.  Editors, please use a zoom bubble to highlight “Load.”  
3.3.2. 55850_Elipe-SCREEN_3.4.2.png – Screen capture showing the window to select ‘invrec.exe” pulse sequence.  Editors, please use a zoom bubble to highlight ‘invrec.exe.’ 
3.3.3. 55850_Elipe_SCREEN_3.4.3.png – Screen capture showing the parameters. 
3.4. Under the “Tools” menu, select “Scripts” and a window will pop up [1-LM].  Then, select the tab for T1 and click the green arrow [2-LM].  Another window will pop up.  Select the delay list file with the appropriate delays or create the list after clicking “Open” [3-LM].  Once the delay list is satisfactory, click “OK” [4-LM].
3.4.1. 55850_Elipe_SCREEN_3.5.1.png – Screen capture showing how to select “Scripts” under “Tools”. Editors, please use a zoom bubble to highlight ‘Scripts.’ DNS live footage, use 3.2.1 and/or 3.3.1 if needed
3.4.2. 55850_Elipe_SCREEN_3.5.2.png – Screen capture showing “T1.ris” window with green arrow.  Editors, please use a zoom bubble to highlight the tab for ‘T1.ris’ and then the green arrow as narrated. 
3.4.3. 55850_Elipe_SCREEN_3.5.3.png – Screen capture showing selecting appropriate LIST file for delay list.  Editors, please use a zoom bubble to highlight the selected file and then the “Open” button as narrated.
3.4.4. 55850_Elipe_SCREEN_3.5.4.png – Screen capture showing the list of delay values.  Editors, please use a zoom bubble to highlight the “OK” button. 
3.5. A window will display a prompt for the creation of a file for all spectra that will be collected, in order to calculate the T1 value.  Click on “Save” for the instrument to start acquiring the data [1-LM] and automatically save the files in the selected folder [2-LM].  A window will pop up with the T1 relaxation curve and the time constant, or T1 value [3-LM]. 
3.5.1. 55850_Elipe_SCREEN_3.6.1.png – Screen capture showing a window that displays a prompt for the creation of a file for all spectra that will be collected in order to calculate the T1 value. Editors, please use a zoom bubble to highlight the selected file and then the “Save” button as narrated.  
3.5.2. 55850_Elipe_SCREEN_3.6.2.png – Screen capture showing the list of files created after all the experiment is done.
3.5.3. 55850_Elipe-SCREEN_3.6.3.png – Screen capture showing the window with the T1 curve and value calculated from experimental data.  Editors, please use a zoom bubble “Time Constant” and correlating value as narrated.  
4. Measuring Calibration Samples with Pure API 
Note to Editors – Some edits were made after the authors uploaded the files.  In this section, the screen capture steps don’t correlate with the step.  The filenames are one step behind, as indicated below.
4.1. To build the calibration curve, first place one calibration sample in the magnet for a particular API.  Equilibrate the samples for a minimum of 5 minutes for the smaller tubes and 10 minutes for the larger tubes [1-WIDE].
4.1.1. Talent approaches the NMR with the calibration sample and places it into the magnet. 
4.2. Acquire a free induction decay or SOLID (pronounced as “solid”) experiment with the appropriate parameters following the instructions in the instrument manual [1-MED-over the shoulder-TXT].  
4.2.1. Talent pulls up the RINMR software.  TEXT Overlay: Free induction decay (FID) or SOLID (90x-90y FID)
4.3. In the “Sequence” tab of the RINMR software, load the pulse sequence [1-LM] by selecting the sequence and clicking “Open” [2-LM].  Check that the basic parameters have the correct values [3-LM].
4.3.1. 55850_Elipe_SCREEN_4.2.2.png – Screen capture movie RINMR software as talent loads the pulse sequence by selecting “Load” under “Sequence.”  Editors, please use a zoom bubble to highlight “Load.”
4.3.2. 55850_Elipe_SCREEN_4.2.3.png – Screen capture showing the window to select ‘solid.exe” and open the experiment.  Editors, please use a zoom bubble to highlight “solid.exe” and the “Open button.”
4.3.3. 55850_Elipe_SCREEN_4.2.4.png – Screen capture showing the parameters for the SOLID experiment when clicking on “A” as for previous experiments.
4.4. Measure all samples prepared for each API after they are equilibrated to the temperature of the magnet for 5 to 10 minutes [1-MED] to generate the calibration curves of every API sample [2-LM].  Save the data in a folder, giving a distinct name to each experimental run [3-LM].
4.4.1. Talent works at the NMR computer to measure the samples.
4.4.2. 55850_Elipe_SCREEN_4.3.2.png – Screen capture of the SOLID data in RINMR window after acquisition.
4.4.3. 55850_Elipe_SCREEN_4.3.3.png – Screen capture movie RINMR software as talent saves the data in a folder, giving a distinct name to each experimental run.
4.5. Calculate the weight percentage of the samples based on the amount in each tube, considering the purity of the API sample in the largest tube [1-MED-over the shoulder].  
4.5.1. Talent calculates the weight percentage of the samples based on the amount in each tube, considering the purity of the API sample in the largest tube.
5. Measuring Drug Product Samples as Tablets
5.1. Place the already prepared formulated drug product samples in the magnet to measure them one at a time [1-MED or WIDE].  Equilibrate the sample 5 minutes for small NMR tubes or 10 minutes for the samples in the larger NMR tubes [2-MED-over the shoulder].
5.1.1. Talent places the already prepared formulated drug product samples into the magnet.  
5.1.2. Talent starts a timer to count down from either 5 or 10 minutes depending on the size of the NMR tube that is in 5.1.1. 
5.2. Acquire the same NMR experiment with the same conditions as for the calibrated samples for each API [1-MED].  
5.2.1. Talent works to perform the NMR experiments.
6. Generation of Calibration Curves with Pure API Samples and Adding the Data from Drug Product Samples as Tablets in the Calibration Curves
6.1. [prior 4.6] Open the RI Calibration software.  Recall all the SOLID data by clicking on the clip symbol [1-LM] to open the FID or SOLID files from a particular API and its drug product samples as tablets [2-LM]/[3-LM].  
6.1.1. [prior 4.6.1] 55850_Elipe_SCREEN_4.5.1.png – Screen capture showing the window of RI Calibration software prior loading data. Editors, please use a zoom bubble to highlight the scissors button.
6.1.2. [prior 4.6.2] 55850_Elipe_SCREEN_4.5.2.png – Screen capture showing opening of the files from a particular API.  Editors, please sequentially show 4.6.2 and then 4.6.3.
6.1.3. [prior 4.6.3] 55850_Elipe_SCREEN_4.5.3.png – Screen capture continuing the opening of the files from a particular API.  
6.2. [prior 4.7] For all the samples measured, enter the weight percentages under the “Concentration” column and the weights under the “Mass” column [1-LM].  
6.2.1. [prior 4.7.1] 55850_Elipe_SCREEN_4.6.1.png – Screen capture showing the entered weight percentages and weights – Editors, please highlight the “Conc” column and the “Mass” column as narrated.
6.3. [prior 4.8] Select the appropriate region using the average method to build the calibration curve.  Save the calibration curve [1-LM].  Next, select the region of the SOLID experiment from 5 to 300 points to create the calibration curves [2-LM]/[3-LM].  The results of the calibration using the average method appear in table form [4-LM].
6.3.1. [prior 4.8.1] 55850_Elipe_SCREEN_4.7.1.png – Screen capture of the plot of all samples measured.  – Editors, please highlight the “Average” method on the right side of the screen.
6.3.2. [prior 4.8.2] 55850_Elipe_SCREEN_4.7.2.png – Screen capture showing the calibration curve with red dots for calibration samples and blue dots for tablets for average method.  Editors, please sequentially show 4.8.2 and 4.8.3.
6.3.3. [priot 4.8.3] 55850_Elipe_SCREEN_4.7.3.png – Screen capture showing the statistics of the calibration curve for average method.
6.3.4. [prior 4.8.4] 55850_Elipe_SCREEN_4.7.4.png – Screen capture showing the results with the average method.
6.4. [prior 4.9] As a second method of calibration, use the fit method in the RI Calibration software to build the calibration curve with the same selected region [1-LM].  Save the calibration curve [2-LM]/[3-LM].  The results of the calibration using the fit method appear in table form [4-LM].
6.4.1. [prior 4.9.1] 55850_Elipe_SCREEN_4.8.1.png – Screen capture of the plot of all samples measured.  – Editors, please highlight the “Fit” method on the right side of the screen.
6.4.2. [prior 4.9.2] 55850_Elipe_SCREEN_4.8.2.png – Screen capture showing the calibration curve with the red dots for calibration samples and blue dots for tablets for fit method. – Editors, please sequentially show steps 4.9.2 and 4.9.3.
6.4.3. [prior 4.9.3] 55850_Elipe_SCREEN_4.8.3.png – Screen capture showing the statistics of the calibration curve for fit method.
6.4.4. [prior 4.9.4] 55850_Elipe_SCREEN_4.8.4 – Screen capture showing the results with the fit method.
6.5. [prior 4.10] As a third method of calibration, open the Mnova (pronounced as “M-noh-vuh”) software [1-LM].  Drag all the SOLID data from a particular API [2-LM] and enter the weight percentages of the samples [3-LM].  In the “Advanced” menu, select “Time Domain” and then “Quantitation” [4-LM].  A window will pop up [5-LM].
6.5.1. [prior 4.10.1] 55850_Elipe_SCREEN_4.9.1.png – Screen capture as talent pulls up the Mnova software.
6.5.2. [prior 4.10.2] 55850_Elipe_SCREEN_4.9.2.png – Screen capture after dragging data in Mnova.
6.5.3. [prior 4.10.3] 55850_Elipe_SCREEN_4.9.3.png – Screen capture with all data stacked in Mnova ready to process.
6.5.4. [prior 4.10.4] 55850_Elipe_SCREEN_4.9.4.png – Screen capture showing the selection of “Quantiation” under “Time Domain” in the “Advance menu.”  Editors, please use a zoom bubble to highlight “Time Domain.”
6.5.5. [prior 4.10.5] 55850_Elipe-SCREEN_4.9.5.png - Screen capture of the Time Domain NMR Quantiation window on top of Mnova window.
6.6. [prior 4.11] Click on the blue plus sign to select the integration area [1-LM].  Then, integrate the appropriate region using the magnitude mode to build the calibration curve [2-LM].  Save the calibration curve [3-LM].  
6.6.1. [prior 4.11.1] 55850_Elipe_SCREEN_4.10.1.png – Screen capture of the integration area.  Editors, please use a zoom bubble to highlight the blue plus sign at the top of the screen, in the row underneath the space between “Documents” and “Help” on the menu.
6.6.2. [prior 4.11.1] 55850_Elipe_SCREEN_4.10.1.png – Screen capture of the integration area.  Editors, please highlight the seafoam-colored rectangle on the large plot. 
6.6.3. [prior 4.11.1] 55850_Elipe_SCREEN_4.10.1.png – Screen capture of the integration area.  Editors, please use a zoom bubble to highlight the save disk in the top menu (under “view” in the menu).
6.7. [prior 4.12] In the table, enter the percentages of drugs per sample under the “Concentration” column and the weights under the “Mass” column [1-LM].  The calibration samples should be in red [2-LM].  Make sure that the “Signal Function” is “y equal to s over m” to normalize the signal to mass [3-LM]. 
6.7.1. [prior 4.12.1] 55850_Elipe_SCREEN_4.11.1.png – Screen capture of the table – Editors, please highlight the “Concentration (x)” column and the “Mass (m)” column.
6.7.2. [prior 4.12.1] 55850_Elipe_SCREEN_4.11.1.png – Screen capture of the table – Editors, please highlight the rows with red font in the table.
6.7.3. [prior 4.12.1] 55850_Elipe_SCREEN_4.11.1.png – Screen capture of the table –Editors, please use the zoom bubble to highlight “Signal Function” is y = s/ m, which can be found under the table.
6.8. [prior 4.13] For reproducibility and repeatability, measure each sample 3 times on different days and build the calibration curve in both software packages [1-MED].  Be sure to save the calibration curve files [2-MED-over the shoulder].
6.8.1. [prior 4.13.1] Talent works at the NMR computer.
6.8.2. [prior 4.13.2] Talent saves the calibration curve files.
7. [prior 5 – and 5.1 and 5.2 were moved and inserted above] Calculation of the Fluorinate API Drug Weight in the Formulated Drug Product Using the Calibration Curves
7.1. Place the already prepared formulated drug product samples in the magnet to measure them one at a time [1-MED or WIDE].  Equilibrate the sample 5 minutes for small NMR tubes or 10 minutes for the samples in the larger NMR tubes [2-MED-over the shoulder].
7.1.1. Talent places the already prepared formulated drug product samples into the magnet.  
7.1.2. Talent starts a timer to count down from either 5 or 10 minutes depending on the size of the NMR tube that is in 5.1.1. 
7.2. Acquire the same NMR experiment with the same conditions as for the calibrated samples for each API [1-MED].  
7.2.1. Talent works to perform the NMR experiments.
7.3. [prior 5.3] Read the NMR data from the measured samples and enter their weights to determine the weight percentage of fluorinated API in the formulated tablets or capsules [1-MED-over the shoulder].  Use the calibration curves obtained from each of the three different calibration methods [2-WIDE].
7.3.1. [prior 5.3.1] Talent enters the weights for the measured samples.
7.3.2. [prior 5.3.2] Talent works at the NMR computer to perform analysis.
7.4. [prior 5.4] Finally, calculate the amount of fluorinated drug per tablet or capsule as the average value using the equation found in the text protocol [1-MED-over the shoulder].
7.4.1. [prior 5.4.1] Talent calculates the amount of fluorinated drug per tablet or capsule as the average value.
8. [prior 6] Results: Evaluation of the Average Drug Content of Cinacalcet in Tablet Dosage Forms by Low-Field Fluorine-19 Time-Domain Nuclear Magnetic Resonance
8.1. [prior 6.1] Shown here are representative results of the calibration curve of cinacalcet (pronounced as “sin ah CAL set”) HCl calculated as free base in triplicate measurements using RI Calibration software in the average mode [1-LM].
8.1.1. [prior 6.1.1] 55850_Figure3A
8.2. [prior 6.2] Use of the RI Calibration software in the fit mode results in a similar calibration curve of cinacalcet HCl in triplicate measurements [1-LM].
8.2.1. [prior 6.2.1] 55850_Figure3B
8.3. [prior 6.3] The calibration curve of cinacalcet HCl in triplicate measurements using the Mnova software area method in the magnitude mode yields comparable results [1-LM].
8.3.1. [prior 6.3.1] 55850_Figure3C
8.4. [prior 6.4] Shown here is a table of results for the calculated doses of cinacalcet free base in commercial tablets with their statistics [1-LM] by RI Calibration software using the average… [2-LM] and fit methods… [3-LM] as well as Mnova software [4-LM].
8.4.1. [prior 6.4.1] 55850Table1.jpg
8.4.2. [prior 6.4.2] 55850Table1.jpg – Editors, please highlight the columns labeled “RI calibration average method.”
8.4.3. [prior 6.4.3] 55850Table1.jpg – Editors, please highlight the columns labeled “RI calibration fit method.”
8.4.4. [prior 6.4.4] 55850Table1.jpg – Editors, please highlight the columns labeled “Mnova.”

9. [prior 7] Conclusion (said by authors on camera)
9.1. [prior 7.1] Maria Silva Elipe: Once mastered, this technique can be done in 15 to 20 minutes per sample.  The calibration samples can take one hour and they only need to be done once if it is performed properly [1-MED].
9.1.1. [prior 7.1.1] Maria speaks toward the camera, interview style.
9.2. [prior 7.2] Maria Silva Elipe: After watching this video, you should have a good understanding of how to quantify the average content of fluorinated drugs in formulated drug products by the non-destructive technique of low-field fluorine-19 TD-NMR [1-MED]. 
9.2.1. [prior 7.2.1] Maria speaks toward the camera, interview style.
9.3. Maria Silva Elipe: While attempting this procedure, it’s important to remember to equilibrate the samples for 5 to 10 minutes prior measurement, to measure T1 for the pure API to estimate the relaxation delay for the SOLID experiment, then measure SOLID for all the samples [1-MED].
9.3.1. Maria speaks toward the camera, interview style.
9.4. Maria Silva Elipe: Following this procedure, other methods like HPLC can be performed in order to answer additional questions like comparing results when low-field fluorine-19 Time-Domain Nuclear Magnetic Resonance methodology is used for the first time [1-MED].
9.4.1. Maria speaks toward the camera, interview style.
9.5. Maria Silva Elipe: After its development, this technique paved the way for researchers in the field of pharmaceutics to explore quantitation of the average drug content for fluorinated drugs by TD-NMR in other dosage forms such as capsule gels, lyophilized, and liquid formulations [1-MED]. 
9.5.1. Maria speaks toward the camera, interview style.
9.6. [prior 7.6] Maria Silva Elipe:  Don't forget that working with drugs and NMR instruments can be extremely hazardous and precautions such as personal protective equipment and no metal objects near the magnet should always be taken while performing this procedure [1-MED].   
9.6.1. [prior 7.6.1] Maria speaks toward the camera, interview style.

Provided Media

Authors, Please list all images, movie files, or 3-D rendered animations that can be included in the video per editor’s request.  The step in the script/video where these images will be inserted should be specified.   For example:

6.2 –  0123_PIname_Figure1.tif -  dual color imaging of tumor angiogenesis at 40X 
6.2 –  0123_PIname_Figure2.tif -  dual color imaging of tumor angiogenesis at 100X

Formats:  For static images we prefer .tiff, .eps, Illustrator, Powerpoint or Photoshop files at dimensions of at least 720X480 pixels and 300 dpi.  The higher resolution, the better.  Likewise any exported movie files should have at minimum these dimensions and be rendered to .mov, .mp4, or .avi files.  

Insert your media filenames here.

LAB MEDIA (LM):
55850_Elipe_SCREEN_2.4.1.png –“Auto O1” is selected under the “Commands” menu in the RINMR software 
55850_Elipe_SCREEN_2.4.2.png - Screen capture of O1 result with RINMR window in the background
55850_Elipe_SCREEN_2.5.1.png – “Auto P90” is selected under the “Commands” menu in the RINMR software
55850_Elipe_SCREEN_2.5.2.png - Screen capture of results of P90 with the P90 curve as background
55850_Elipe_SCREEN_3.4.1.png – Screen capture showing ‘Sequence” and “Load” to load the T1 pulse sequence invrec.exe 
55850_Elipe-SCREEN_3.4.2.png – Screen capture showing the window to select ‘invrec.exe” pulse sequence  
55850_Elipe_SCREEN_3.4.3.png – Screen capture showing the parameters
55850_Elipe_SCREEN_3.5.1.png – Screen capture showing how to select “Scripts” under “Tools” 
55850_Elipe_SCREEN_3.5.2.png – Screen capture showing “T1.ris” window with green arrow  
55850_Elipe_SCREEN_3.5.3.png – Screen capture showing selecting appropriate LIST file for delay list
55850_Elipe_SCREEN_3.5.4.png – Screen capture showing the list of delay values
55850_Elipe_SCREEN_3.6.1.png – Screen capture showing a window that displays a prompt for the creation of a file for all spectra that will be collected in order to calculate the T1 value   
55850_Elipe_SCREEN_3.6.2.png – Screen capture showing the list of files created after all the experiment is done.
55850_Elipe-SCREEN_3.6.3.png – Screen capture showing the window with the T1 curve and value calculated from experimental data   
55850_Elipe_SCREEN_4.2.2.png – Screen capture movie RINMR software as talent loads the pulse sequence by selecting “Load” under “Sequence”  
55850_Elipe_SCREEN_4.2.3.png – Screen capture showing the window to select ‘solid.exe” and open the experiment 
55850_Elipe_SCREEN_4.2.4.png – Screen capture showing the parameters for the SOLID experiment when clicking on “A” as for previous experiments
55850_Elipe_SCREEN_4.3.2.png – Screen capture of the SOLID data in RINMR window after acquisition
55850_Elipe_SCREEN_4.3.3.png – Screen capture movie RINMR software as talent saves the data in a folder, giving a distinct name to each experimental run
55850_Elipe_SCREEN_4.5.1.png – Screen capture showing the window of RI Calibration software prior loading data 
55850_Elipe_SCREEN_4.5.2.png – Screen capture showing opening of the files from a particular API
55850_Elipe_SCREEN_4.5.3.png – Screen capture continuing the opening of the files from a particular API 
55850_Elipe_SCREEN_4.6.1.png – Screen capture showing the entered weight percentages and weights 
55850_Elipe_SCREEN_4.7.1.png – Screen capture of the plot of all samples measured 
55850_Elipe_SCREEN_4.7.2.png – Screen capture showing the calibration curve with red dots for calibration samples and blue dots for tablets for average method 
55850_Elipe_SCREEN_4.7.3.png – Screen capture showing the statistics of the calibration curve for average method
55850_Elipe_SCREEN_4.7.4.png – Screen capture showing the results with the average method
55850_Elipe_SCREEN_4.8.1.png – Screen capture of the plot of all samples measured   
55850_Elipe_SCREEN_4.8.2.png – Screen capture showing the calibration curve with the red dots for calibration samples and blue dots for tablets for fit method  
55850_Elipe_SCREEN_4.8.3.png – Screen capture showing the statistics of the calibration curve for fit method
55850_Elipe_SCREEN_4.8.4 – Screen capture showing the results with the fit method
55850_Elipe_SCREEN_4.9.1.png – Screen capture as talent pulls up the Mnova software
55850_Elipe_SCREEN_4.9.2.png – Screen capture after dragging data in Mnova
55850_Elipe_SCREEN_4.9.3.png – Screen capture with all data stacked in Mnova ready to process
55850_Elipe_SCREEN_4.9.4.png – Screen capture showing the selection of “Quantiation” under “Time Domain” in the “Advance menu” 
55850_Elipe-SCREEN_4.9.5.png - Screen capture of the Time Domain NMR Quantiation window on top of Mnova window 
55850_Elipe_SCREEN_4.10.1.png – Screen capture of the integration area   
55850_Elipe_SCREEN_4.11.1.png – Screen capture of the table
55850_Figure3A
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General Preparation

It’s critical for a smooth and organized shoot that all reagents are accounted for, in advance.   

Any overnight or long incubation steps should be recognized and specimens/samples be prepared in advance so that prior steps can be recorded and shooting can continue with pre-prepared specimens/samples.  

All tubes/flasks should be pre-labeled neatly before we arrive.  

Ex. Luciferase assay done in 96 well plates should be labeled with negative/positive control wells and experimental samples are labeled accordingly.

You will receive more detailed preparation instructions are included in the email accompanying the finalized script.
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