Figure 2

A

10000 |

1000 1

Capture FPKM

0.1+

0.01}

10000 |

1000 |

Capture FPKM

0.1+

001}

N
o
o

N
o

K562 Gene Expressron

o% Targeted Genes
«*« Non-targeted Genes

001 01 4 10 100
RNAseq FPKM
LC2 Gene Expression

1000 10000

N
o
o

N
o

o% Targeted Genes
«*« Non-targeted Genes

001 01 4 10 100

1000 10000
RNAseq FPKM

10000 |

1000 |

Capture FPKM

0.1+

0.01}

10000 |

1000 ¢

Capture FPKM

0.1t

0.01}

N
o
o

-
o

RT4 Gene Expression

o% Targeted Genes .
«*s Non-targeted Genes | . °

e
oo @
S

007 071 1 10 100 1000 10000

RNAseq FPKM
EOL1 Gene Expressron

RN
o
o

N
o

o% Targeted Genes
«*« Non-targeted Genes

001 01 4 10 100

1000 10000
RNAseq FPKM

o

100.0%7

% Reads Mapping to Targeted Region

0.0%-

75.0%7

50.0%7

0.4%7

K562

RT4

LC2

EOL1

mm Capture
B RNAseq



