Dear Author,

This document is divided into a number of sections in which you can add your comments to the video, voiceover, online text, and .pdf.   Please be aware that our policy is to do a single complementary revision, so it is critical that all participants in this project offer their comments collectively.   In addition, please make sure that your comments are easily interpreted, transparent, and where appropriate, specifically reference a time-point in the video or step in the written section.   

Have fun!

Project Name:  53836 "Integration of Wet and Dry Bench Processes Optimizes Targeted Next-generation Sequencing of Low-quality and Low-quantity Tumor Biopsies"
Date: 2/18/16
Authors and Affiliations

Please fill in any missing author information not included in the video.
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Video Comments:

Please fill in any comments you wish to make in the “comment” column and insert the time-code that references the video at the time of the mistake in the “time-code” column.   Also, please make suggestions to correct the mistake.   For example it is not enough to say that 0.25 mM Fluo-4 is incorrect.  You must suggest the correct concentration.   If you need more space to write, please do so below the table.  DO NOT ADD CORRECTIONS TO THE VOICEOVER HERE.  PLEASE DO THIS IN THE NEXT SECTION.

	Time-code
	Comment
	Suggestion 

	1.


	1:34
	Wrong tube and volume for shot
	Should be shot of yellow-cap tube, not blue-cap tube

	2.


	1:39
	Wrong tube and volume for shot
	Should be shot of blue-cap tube, not flip-top tube

	3.
	1:43
	Wrong tube and volume for shot; also shows air bubble 
	Should be green-cap tube with 0.5 ul pipetting, not clear-cap tube,  eliminate air bubble shot

	4.
	1:47
	Wrong tube and volume for shot
	Use shot with the brown ROX tube, not flip-top tube

	5.
	1:49
	Wrong tube and volume for shot 
	Use shot with the clear-cap tube, not brown tube

	6.
	2:41
	60.0 C / 1:00 not highlighted (95.0 / 0:15 highlighted twice)
	Highlight 60.0 C / 1:00 in sync with audio

	7.
	2:48
	Wrong image (should be next image with line graph)
	Switch Image 

	8.
	2:55
	Wrong image (should be previous image w/o line graph)
	Switch Image 

	9.
	4:24
	Temps and Times not highlighted like in other graphics of PCR cycling parameters in protocol
	Highlight Temps and Times consistent with previous animations

	10.
	5:19
	Current video flow is confusing due to missing shot
	Add a shot from 3.5.2 that is next to the automated instrument (seen at 5:17-5:19) that shows transfer from plate on instrument to 96-well plate.  Danny took this shot.  Without it, it looks as if the samples are mixed prior to the index code tubes used in said mix are opened by the instrument.

	11.
	8:16
	Wrong tube and volume  for shot.
	The described tube (LQ primer/probe mix) is not a flip-top Eppendorf tube.  It is a clear screw-cap tube with black O-ring (you can see it in the ice bucket at 8:07-8:11).

	12.
	8:20
	Wrong tube and volume  for shot.
	Should be only 0.5 ul in tip, but the shown draw is much larger.  The tube appears to be the LQ primer/probe mix rather than the LQ standard (which has a white screw-cap)

	13.
	10:14
	Lack of visual support for audio description
	Highlight "31.5" at bottom of the "Library Stock Conc." column at 10:14 and then highlight the entire column "Library Volume to Pool (uL)" at 10:17
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If helpful, here’s a map of the various component and tube cap colors:
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Audio Comments:

This section is used to specify the changes that need to be made to the voiceover.   Please specify time code where each mistake in the voiceover occurs, your comment, the step in the script that needs to be changed, and the corrected text.  Please include the entire step from the script in last column with the corrected text in bold.  If there is a pronunciation change, please provide a phonetic pronunciation key.  

EX: 

Restinosis – (Reese-tin-oh-sis)
	Time code
	Comment
	Step in Script (ex 4.2)
	Rewritten Text or Corrected Pronunciation

	1.
	3:30
	“Loci” mispronounced
	3.1
	Loci is pronounced "Lo-sigh" 

	2.
	4:47
	Missing audio
	3.3
	4C hold not vocalized (it is in other PCR sections…here, was omitted from script)

	3.
	12:20
	“Pop” and audio drop
	7.6
	Correct audible “pop” in sound track
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Text Protocol:

Please use this table to address changes that need to be made to the text.  List the step in the text protocol where there is an issue, your comments pertaining to that issue, and how we should resolve it.  For drastic changes to the protocol (major structural changes or more than 10 spelling or grammatical mistakes), we will require re-upload of the entire document.     

	1.
	Step in Protocol
	Comment
	Suggestion

	2.
	1.10
	Subject-verb disagreement
	Change “falls” to “fall”

	3.
	1.11
	Confusing syntax
	Replace “and the non-human exogenous target” with “and the corresponding template”.

	4.
	3.1
	Extra space
	Delete extra space after “2X Master Mix (Table 1)” and before the comma that follows

	5.
	Discussion
	Typo for “theses”
	In the second sentence of the 4th paragraph of Discussion section, “theses” should be “these”

	6.
	Table 1
	Table 1 description is nonsensical
	The description has been hopelessly garbled.  This text was not our provided manuscript.  The description should read:  “Table 1. Upon first use of the ROX, store the vial at 2 to 8°C. Do not refreeze. Software can be downloaded at www.asuragen.com.”

	7.
	Table 2 
	Text alignment error
	Second Column Header, "Functional" stretches over 2 lines
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.PDF

Please use this table to address changes that need to be made to the pdf.  List the step in the text protocol where there is an issue, your comments pertaining to that issue, and how we should resolve it.  For drastic changes to the protocol, we will require re-upload of the entire document.     

	1.
	Step in Protocol
	Comment
	Suggestion

	2.
	1.10
	Subject-verb disagreement
	Change “falls” to “fall”

	3.
	1.11
	Confusing syntax
	Replace “and the non-human exogenous target” with “and the corresponding template”.

	4.
	3.1
	Extra space
	Delete extra space after “2X Master Mix (Table 1)” and before the comma that follows

	5.
	Discussion
	Typo for “theses”
	In the second sentence of the 4th paragraph of Discussion section, “theses” should be “these”

	6.
	Table 1
	Table 1 description is nonsensical
	The description has been hopelessly garbled.  This text was not our provided manuscript.  The description should read:  “Table 1. Upon first use of the ROX, store the vial at 2 to 8°C. Do not refreeze. Software can be downloaded at www.asuragen.com.”
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