This page provides the gene lists of transcription factors, transcription co-factors and chromatin remodeling factors of each species for
downloading.

Ailuropoda melanoleuca Anolis carolinensis Bos taurus Caenorhabditis elegans
Callithrix jacchus Canis familiaris Cavia porcellus Choloepus hoffmanni
Ciona intestinalis Ciona savignyi Danio rerio Dasypus novemgcinctus
Dipodomys ordii Drosophila melanogaster Echinops telfairi Equus caballus
Erinaceus europaeus Felis catus Gallus gallus Gasterosteus aculeatus
Gorilla gorilla Homo sapiens Loxodonta africana Macaca mulatta
Macropus eugenii Microcebus murinus Monodelphis domestica Mus musculus
Myotis lucifugus Ochotona princeps Ornithorhynchus anatinus Oryctolagus cuniculus
Oryzias latipes Otolemur garnettii Pan troglodytes Pongo pygmaeus
Procavia capensis Pteropus vampyrus Rattus norvegicus Sorex araneus
Spermophilus tridecemlineatus Sus scrofa Taeniopygia guttata Takifugu rubripes
Tarsius syrichta Tetraodon nigroviridis Tupaia belangeri Tursiops truncatus
Vicugna pacos Xenopus tropicalis
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~ 1 gene.symbol Samplel 1 Samplel 2 Sample2_1 Sample2 2 fold.Change flag. TFs

2 HOXB5 0.1 0.1 179.559815 188.697574 1841. 286945 HOXB5
~ 3 HOXA5 0.1 0.187282 148.537646 158.480247 1068. 698676 HOXAS

4 HOXB8 1.131822 0.410921 440.755797 439.165964 570. 3618561 HOXBS
~ 5 HOXA4 0. 109101 0.1 47.168603  48.22942 456. 2293963 HOXA4

6 HOXBY 1.807058 1.695225 620.437697 610.053542 351. 3397515 HOXB9
IlHOXB 0. 116769 0.347699 74.959635 78.048049 329. 4256741 HOXA3 |
~ 8 HOXC4 0.32474 0.593867 119.594783 127.885636 269. 4083749 HOXC4

9 HOXB1 0.460969 0.212663 94.071124  86.37513 267. 8706683 HOXB1
10 HOXB6 0.652804 0.191889 106.860715 113.809103 261.2426266 HOXB6
11 HOXA1 0.145262 0.213045 28.721899 28.294572 159. 127427 HOXA1
12 HOXB4 0.217124 0.682895 66.848388 63. 350843 144. 6627582 HOXB4

13 HOXD3 0.289845 0.400524 46.720895 51.114807 141.7150857 HOXD3



