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Authors, please fill out the brief questionnaire below.   
A.  Will you require JoVE to record video microscopy through a microscope (not on a computer screen attached to a microscope), such as filming a complex dissection or microinjection technique? (Y/N) N

 If yes, please list make and model of your microscope: and specify the steps by number/short description: 
B.   Does your protocol include detailed, step-by-step, descriptions of software usage? (Y/N) N 
C.  Which steps of your protocol will viewers benefit most from having filmed? Please list 4-6 steps: cartridge assembly (3), loading bacteria (4.4) flow cell set up under microscope (6.2-6.4), data analysis (7.4, 7.5)

D.  What is the single most difficult aspect of this procedure and what do you do to ensure success?  Proper cartridge assembly and slide sealing. Carefully follow the protocol of flow cell assembly. If assembly is not successful, re-try with a new epoxy-coated slide. If still not successful, discard current PDMS slide and use new one. 
1. Introduction (Schematic Overview and Interview)
A. Schematic Overview (read by voice talent at JoVE):

Authors, please select from “Procedural Narrative” or “Conceptual Narrative” and complete the statements below. Please do not add additional steps.  Then, attach your finished graphic overview.  See accompanying instructions for details and examples.  
Conceptual Narrative:
The overall goal of the following experiment is to rapidly determine the susceptibility of bacteria to the antibiotics of interest. (Intro) This is achieved by first immobilizing log-phase bacteria to the bottom of a microfluidic channel. (C1) In the second step, media containing the antibiotic and a live-dead fluorescent stain is then pushed through the channel at a high flow rate, stressing the bacteria and activating their antibiotic-targeted biochemical pathways. (C2) Next, phase contrast and fluorescence images are automatically collected every 2 minutes for 1 hour to monitor bacterial viability. (C3) Normalized bacterial death percentages are calculated from the acquired images at each time point of the experiment. Ultimately, the antibiotic susceptibility phenotype of the bacteria is determined from an increase in the normalized cell death percentage over time. (C4)
from JoVE narrative.png (Comment to Videoeditor: We have .eps file, if needed)
(C1) from (C1) show grey “glass slide” and have orange “bacteria” descend and stick to grey slide (do not need “bacteria” and “grey slide” text)
(C2) from (C2), show grey slide with round orange bacteria attached as in (C1), then have blue and yellow shapes appear on left and start flowing across toward right of graphic; with “containing the antibiotic” have blue pentagons flash or otherwise indicate the blue pentagons; with “live-dead fluorescent stain” have yellow diamonds flash or similar; with high flow rate” have the black(( and arrow appear; with “stressing the bacteria” have bacteria become “wavy” in shape like in (C2) graphic (do not need “Fluid flow” arrow)
(C3) have (C2) graphic descend onto “Phase Contrast & Fluorescence Microscope” graphic with text, then have black(( and arrow appear and shapes flow across again, then have some cells “die” like (C3) graphic


(C4) (C4) graph OR Figure 5.eps
B.  Interview: (Said by you on camera. Don’t forget to smile!)  
Authors: Below are statements we would like you to complete that are complementary to the information contained within the schematic overview.   

· Only one statement should be chosen and completed per author who will be on camera demonstrating the protocol.    

· Enter the name of the individual who will say each line. 

· Please choose and fill out the statement(s) that convey the most important fact(s) about your protocol. You may revise the given prompts as necessary to improve the sentence flow.

· If any individuals will be doing demonstrations on camera but are not assigned a speaking part in this interview section, please also use statement 1.8 to introduce these demonstrators (for example, the PI introduces students)

1.1. Alexis Sauer-Budge: The main advantage of this technique over existing phenotypic susceptibility testing methods, such as broth dilution or microculture, is that our method does not require the monitoring of bacterial division. Rather, we can access their susceptibility profile directly from the existing small population.   

1.2. Maxim Kalashnikov: The implications of this technique extend toward the diagnosis of resistant bacterial infections, as the method is rapid and can be easily multiplexed and automated.  

Protocol (read by voice talent at JoVE):
Authors:  In order to ensure that your protocol can be filmed in a single day, the protocol text must be limited to 30 steps – each step being defined as 3 lines of 12 pt text in our formatting style below.  This amounts to 3 pages of protocol text.  The scope of the scripted protocol text should include only those aspects of the procedure that require visualization in order to be well understood.     

2. Making the poly(dimethylsiloxane) (PDMS) layer
2.1. To create the PDMS layer, begin by degassing a freshly prepared PDMS viscous mixture in a vacuum chamber at room temperature. After an hour, use a scale to fill the aluminum mold with a pre-defined mass of degassed PDMS mixture. Pour the PDMS slowly over the center of the mold, taking care to keep the mold leveled and the pins uncovered.
2.1.1.  WIDE: Few seconds Talent degassing PDMS mixture (TEXT: 4 g PDMS: 0.4 g curing reagent)   CU: Mixture before degassing (TEXT: 9 g PDMS: 0.9 g curing reagent mixture before degassing.)
2.1.2. MED – over the shoulder: Talent pouring PDMS into mold  CU: Mixture after degassing (Videographer combine  2.1.1  and 2.1.2 as necessary), (TEXT: Mixture after degassing.)
2.1.3. MED: Over the shoulder: Talent pouring PDMS into mold on the scale 
2.1.4. CU: Few seconds of PDMS poured into leveled mold with uncovered pins
2.2. Cure the PDMS overnight in a 37°C oven. The next morning, release the top mold plate and carefully remove the cured PDMS from the mold.
2.2.1. MED: Talent places PDMS into the oven (TEXT: Alternative curing: 2 hrs @ 60°C/1 hr @ 90°C).
2.2.2. CU: Few seconds PDMS being peeled along the edge Few seconds top mold being pushed with the screws (Videographer: Combine 2.2.2. and 2.2.3. as appropriate)

2.2.3. CU: Few seconds PDMS being peeled off mold surface  Few seconds PDMS being removed from the mold (Videographer: Combine 2.2.2. and 2.2.3. as appropriate)

2.2.4. CU: Talent holding freshly made PDMS slide.

2.3. Then use a Q-tip to clean the mold with 70% ethanol.
2.3.1. MED: Few seconds Talent cleaning mold with ethanol (NOT FILMED)
3. Assembling the flow cell 
3.1. To assemble the flow cell, first place the glass window into the flow cell pocket. Then lay a coated glass slide over the glass window inside the pocket of the flow cell with the active side up. 
3.1.1. LAB MEDIA: Figure 2.pdf (Video Editor: Ok to just show graphic, but if possible, maybe move all the pieces together to show an assembled flow cell? Ok to show during title [step “3.0.”] of chapter OR to skip all together if timing does not work out)
3.1.2. MED: Overview of the flow cell components on the desk

3.1.3. MED: Talent places glass window into flow cell pocket 

3.1.4. CU: Glass slide being placed over glass window
3.2. Place the freshly created PDMS layer with the channels facing down on top of it, such that the channel inputs align with the through-holes in the metal plate. 
3.2.1. CU: PDMS layer being placed on top of slide with channels facing down
3.2.2. ECU: Shot of at least one channel input aligning with through-hole
3.3. Gently push the air out from between the layers and then flip the PDMS-glass slide assembly so that the PDMS faces the glass window. 
3.3.1. ECU: Few seconds of air being gently pushed out
3.3.2. CU: PDMS-glass slide being flipped so PDMS faces glass window
3.4. Overlap the PDMS channel inputs with the through-holes in the metal plate and then place the pressure plate on top and tighten the screws.
3.4.1. ECU: Shot of at least one PDMS channel input overlapping through hole
3.4.2. CU: Pressure plate being placed on/screwed on.
3.4.3. MED: Few seconds Talent tightening at least one screw
3.5. Now place the assembled flow cell under the microscope, set the microscope magnification to 60x, and pre-align the channel positions. 
3.5.1. MED: Talent places flow cell on microscope. selects 60x objective (Videographer: Split action into separate shots as necessary)
3.5.2. SCREEN: Few seconds channel positions being pre-aligned (TEXT: Microscope is focused on the bottom of the PDMS slide and centered on the channel) 
4. Loading the bacterial suspension 
4.1. To prepare log-phase bacteria for loading into the flow cell, mix 50 (l of the overnight cultured bacterial colony of interest into 50 ml of fresh MH2 (Pronounce: “M-H-2”) broth for 3 hours with shaking at 250 rpm and 37°C.
4.1.1. WIDE: Few seconds Talent adds bacteria to broth (TEXT: Mueller Hinton broth + 2% NaCl)
4.1.2. MED: Talent placing bacteria on shaker
4.2. After the subculture, centrifuge 10 ml of the culture for 2 minutes at 1650 x g and room temperature. Then remove the supernatant and re-suspend the pellet in 1 ml of fresh MH2 media.
4.2.1. MED: Talent placing tube(s) into centrifuge
4.2.2. CU: Last few seconds supernatant being removed, close-up shot of pellet, the pellet being resuspended in MH2.
4.3. Next attach a short length of tubing to a 1-ml syringe and flush the tubing with 1 ml of media, leaving a small amount of media in the tubing to avoid air bubbles when drawing in the bacterial suspension.
4.3.1. MED: Few seconds Talent attaching tube to syringe
4.3.2. CU: Few seconds tubing being flushed with media
4.3.3. ECU/CU: Shot of small amount of media left in tube. (NOT FILMED)
4.4. Then load 0.7 ml of the bacteria into the syringe and fill two channels of the flow cell with the bacterial cell culture. The transparency of the channel changes as it is filled with the bacteria.
4.4.1. MED: Few seconds Talent loading bacteria into syringe
4.4.2. ECU: Few seconds channels filling with bacteria 
4.4.3. ECU: Shot of channel with milky appearance
4.5. Then incubate the flow cell for 45 minutes at 37 °C to allow the bacteria to attach to the slide surface. 
4.5.1. MED: Talent places flow cell in incubator/sets timer to 45 minutes.
5. Loading the solutions 
5.1. To prepare the solutions for the experiment, first fill two 60  ml syringes with freshly prepared control solution and two 60   ml syringes with freshly prepared antibiotic solution. 
5.1.1. WIDE: Few seconds Talent filling at least one syringe with control solution
5.1.2. MED: Few seconds Talent filling at least one syringe with antibiotic solution, with labeled antibiotic solution in frame (TEXT: See text protocol for details on control/antibiotic solution preparation)
5.1.3. MED: Few seconds Talent wrapping at least one syringe with foil
5.2. Flick the syringes to remove any air bubbles and then attach the input tubing, pushing the respective solutions through the end of the tubing. Keep the solutions wrapped in aluminum foil to avoid light-induced degradation of the reagents.
5.2.1. MED: Few seconds Talent flicking one syringe
5.2.2. CU: Shot of syringe being attached to tubing
5.2.3. CU: Shot of one solution being pushed through end of tubing 
5.2.4. MED: Few seconds Talent wrapping at least one syringe with foil
5.3. Now mount the syringes with experimental solution onto the pump, one at a time. Squeeze their plungers as necessary to fit them onto the pump. Lock the syringes in place with the syringe-holding crossbar. 
5.3.1. MED: Few seconds Talent mounting smallest volume first syringe onto pump
5.3.2. MED: Plunger being locked into place Talent placing last syringe onto pump, with other syringes mounted on pump in view.
5.3.3. MED: Locks syringe bodies with syringe-holding crossbar
5.3.4. CU: Shot of at least one plunger being squeezed (NOT FILMED)
5.4. Set the pump speed to 1 ml/min and the pump volume to 60 ml and flush the pump until a steady liquid flow is seen from all syringes.
5.4.1. MED/SCREEN: Talent setting pump speed to 1 ml/min and pump volume to 60 ml.
5.4.2. MED/SCREEN: Talent setting pump volume to 65 ml (COMBINED WITH 5.4.1)
5.4.3. MED/CU: Few seconds pump being flushed Talent starts the flow on the pump touch screen. Liquid dripping from the end of the tubing inserted into 50 ml conical tube.
6. Image acquisition
6.1. Now start the experiment by removing the flow cell from the incubator and mounting it onto the pre-aligned microscope stage. 
6.1.1. WIDE: Talent removes flow cell from incubator
6.1.2. CU: Few seconds flow cell being mounted in pre-aligned position
6.2. Next connect one input tube coming from a syringe and one output tube going to a waste bottle to each of the flow cell channels. At this point, the experiment is fully set up and is ready to begin. 
6.2.1. CU/ECU: Shot of one input being connected
6.2.2. CU/ECU: Shot of one output being connected
6.2.3. MED: Shot of whole assembly ready to go SCREEN: Shot of field of view being centered/brought into focus/settings being adjusted 
6.2.4. SCREEN: New positions being saved

6.3. Set the phase contrast acquisition time to 10 ms and the fluorescence acquisition time to 1600 ms, and then obtain phase contrast and fluorescence images for each position before initiating the flow. Please note, that before the start of the flow, image focusing on the bottom of the channel may be unachievable due to the high density of loaded bacteria within the channel.
6.3.1. MED – over the shoulder: Talent setting acquisition time to 10 ms
6.3.2. SCREEN: Fluorescence acquisition time being set to 1600 ms
6.3.3. SCREEN: Shot of one phase contrast image before flow Shot of one phase contrast image before flow - showing high density of cells. Shot of one fluorescence image before flow. (VideoEditor: TEXT: “Phase contrast image”, placed before Black screen. Black screen shows absence of fluorescence. TEXT on black screen: “Fluorescence image”). 
6.3.4. SCREEN: Shot of one fluorescent image before flow (COMBINED WITH 6.3.3)
6.4. Now start the liquid flow.  Immediately check that the microscope is focused on the bottom of the channels. Then take phase contrast and fluorescence images of the target areas within the first minute of flow.
6.4.1. MED: Talent starts flow on the pump’s touch screen. Media dripping from the output tubing inside the waste flasks.
6.4.2. SCREEN: Shot of bottom of channels in focus Shot of bottom of channels being brought into focus in phase contrast as flow begins. Shot of fluorescence in the first minute of flow (VideoEditor: TEXT: “Focusing on the bottom of the channel in phase contrast as the flow begins.” Black screen. TEXT: “Fluorescence image in the first minute of flow”).
6.4.3. SCREEN: Shot of one phase contrast image in mid flow
6.4.4. SCREEN: Shot of one fluorescent image in mid flow
6.5. Acquire images every 2 minutes after the first set of images until 60 minutes of flow has occurred, re-focusing as necessary.
6.5.1. MED/CU: – over the shoulder: Talent at microscope/monitor, taking image/watching images being taken Microscope stage moving during data acquisition run. At the monitor - image files appearing in the folder. (VideoEditor: Crossed-out shot was filmed as 6.5.1 but was moved to 6.6.1!)
6.5.2. MED: Few seconds Talent looking into scope/at screen, re-focusing (NOT FILMED)
6.6. To ensure that the experiment is proceeding properly, one can examine acquired phase contrast and fluorescence data. In this data sample, a susceptible strain was loaded into channels one and two, while a resistant strain was in channels three and four.  

6.6.1. MED/CU: – over the shoulder: Talent at microscope/monitor, taking image/watching images being taken (FILMED AS 6.5.1)
6.6.2. SCREEN: Scroll through 8 images corresponding to 4 channels (VideoEditor: Text placed across the bottom of the images themselves above the window menu. Images 1 and 2  TEXT: Channel 1: MSSA control. Images 3 and 4 TEXT: Channel 2: MSSA antibiotic. Images 5 and 6 TEXT: Channel 3: MRSA antibiotic. Images 7 and 8 TEXT: Channel 4: MRSA control.) 
7. Disinfecting the flow cell and counting the bacteria
7.1. At the end of the experiment, run a cleaning cycle with sequential application of bleach and water.  Fill four 20 ml syringes with 10 ml of a 10% bleach solution and four 60 ml syringes with DI water.
7.1.1. WIDE: Talent filling at least one syringe with bleach Four syringes marked bleach and four syringes marked water on the lab bench.
7.2. After de-bubbling, attach the bleach-filled syringes to the flow cell and set the pump speed to 1 ml/min and the pump volume to 3 ml. 
7.2.1. MED: Talent attaching at least one syringe with bleach to flow cell
7.2.2. MED: Talent sets pump speed to 1 ml/min and pump volume to 3 ml
7.2.3. MED/SCREEN: Talent sets pump volume to 3 ml (COMBINE WITH 7.2.2)
7.3. Run the pump for 3 minutes. Monitor the cleaning of the channel on the screen. After 3 minutes, replace the bleach syringes with water syringes and run for 30 minutes at 1 ml/min.
7.3.1. CU: Few seconds of pump running with bleach SCREEN: Channel cleaning recorded on the screen. (Video Editor: trim the video at 50 seconds and accelerate the timing of the screen capture, if necessary)
7.3.2. MED: Talent at microscope, “checking” clean channel (NOT FILMED)
7.4. Finally, count the number of bacteria in each image using image processing software. 
7.4.1. MED – over the shoulder: Few seconds Talent at computer screen looking at image/counting bacteria SCREEN: Talent setting up image counting program (TEXT: See text for image processing analysis details)
7.4.2. MED Over shoulder. Talent selecting analysis folder and running the image analysis program.  (Video Editor: MOVE BEFORE 7.4.1)

7.5. Calculate the normalized bacterial cell death percentage as a function of time using this formula, where Nf equals the number of dead bacteria, as counted in the fluorescence image count and Np equals the total number of bacteria, as determined from the phase contrast image. (NARRATION UNCHANGED BUT SEPARATED FROM 7.4)
7.5.1. LAB MEDIA: Data analysis equation.png. (VideoEditor: We can provide data analysis equation.eps, if needed)
(Video Editor: with “normalized … percentage” please highlight the “normalized cell death at T%” and “DPnorm” texts in a single highlighting column and animate/flash the green arrow; 

with “as a function of time” please highlight the blue texts and animate/flash the blue arrows; 

with “where the Nf Np … image count” please outline the grey box;

with “Nf equals … fluorescence image count” please highlight the grey “Nf: … fluorescence image count)” text;

with “Np equals … phase contrast image” please highlight the grey “Np: … phase image count)” text)
8. Results: Representative bacterial susceptibility imaging and survival data
8.1. The images shown here illustrate the time-dependent response of a susceptible Staphylococcus aureus strain to oxacillin inside a microfluidic flow cell. These quadrants show phase contrast images acquired 1 minute after starting the experiment and at 1 hour, with the corresponding fluorescence images shown here. 
8.1.1. LAB MEDIA: Figure 4.jpg 
(Video Editor: with “These quadrants … at 1 minute” please highlight the top left image; 
with “at 1 hour” please highlight the top middle image; 
with “corresponding … here” please highlight the bottom left and bottom middle images)
8.2. A significant increase in the number of fluorescing bacteria is observed by the end of the experiment, indicating cell death within the channel and the susceptibility of the strain to the antibiotic. 
8.2.1. LAB MEDIA: Figure 4.jpg (Video Editor: with “A significant … experiment” please highlight the bottom middle image)
8.3. Due to the stochastic non-uniformity of individual epoxy-coated slides, there may be bacterial cell loss throughout the experiment under sustained shear stress. To account for this variation, each fluorescence image of a dead cell population is normalized with the co-acquired phase contrast image giving the total cell population to within 1 second of the same time point.
8.3.1. LAB MEDIA: Figure 4.jpg (Video Editor: with “each … dead cell population” please highlight the bottom middle image; with “normalized … time point” please highlight the top middle image)
8.4. These enlargements demonstrate that the counting algorithm is more successful at accurately counting individual bacteria in fluorescence images than in densely populated phase contrast images.  
8.4.1. LAB MEDIA: Figure 4.jpg 
(Video Editor: with “these enlargements” please outline the enlargements in the top and bottom right images; 

with “more successful … fluorescence images” please highlight the bottom right enlargement; 

with “than in … contrast images” please highlight the top right enlargement)
8.5. The dead cell stain gives a high fluorescence contrast for individual dead bacteria. Since the number of fluorescing bacteria rarely surpasses 5% of the total number, each bacterium is very bright compared to the background. Therefore the fluorescent bacteria can be easily counted with a high degree of accuracy. For example, in this experiment, of the 5828 total bacteria detected, highlighted in red, 174 were determined to be dead. 
8.5.1. LAB MEDIA: Figure 4.jpg 

(Video Editor: with “The dead … dead bacteria” please highlight the bottom middle image; 

with “Since the number … compared to the background” please outline the enlarged area in the bottom middle image;

with “For example … in red” please highlight the “Np=5828” text; 

with “174 … dead” please highlight the “Nf=174” text)
8.6. Here normalized MSSA and MRSA data for three different experiments are illustrated. As expected for resistant strains, the normalized cell death is low in magnitude, less than 0.5%, and does not change over the course of the experiment. Susceptible strains, however, show a steady increase in cell death and a higher value, greater than 1%, by the end of the experiment. The initiation of cell death for susceptible strains varies slightly between experiments, but usually occurs between 10 and 30 minutes.
8.6.1. LAB MEDIA: Figure 5.pdf (Video Editor: if possible, please show only the x- and y-axes and texts and figure key; then with “MSSA” please highlight the red figure key and accompanying “MSSA” text; with “MRSA data” please highlight the blue figure key and accompanying “MRSA” text; with as expected … over the course of the experiment” please have the blue data circles/line appear; with “Susceptible … by the end of the experiment” please have the red triangle data/lines appear; with “between 10-30 minutes” please circle the area on the red data lines around/between 10-30 minutes)
INSTRUCTIONS FOR AUTHORS:

Please ensure that the representative results narration is appropriate and correctly describes your images, movies, or figures.  Our editors have ensured that the results are written in our format.   

We consider this section a critical aspect of the video, because here is where you provide validation for your experiments.  For example, if this is a cell culture preparation, this section is where the video will show your cells at various time points following culturing.  If this is an imaging prep, then this part is where you will show examples of your imaging experiments.  

Please limit the extent of narration to no more than 2-3 lines of text per image or movie file being described.   Figures with multiple panels submitted with the original protocol should be broken up so that each panel is a separate image.   Like the schematic, each image or movie file supplied in the results should be referenced by annotation in parenthesis, however for the results, the specific filename should be given in parenthesis.  

Below is an example of results text:

EXAMPLE REPRESENTATIVE RESULTS

5.  Evaluation of Morpholino Injection and Knockdown
5.1   Representative results of both morpholino injection and mRNA injection are shown here. The    

        uninjected control at 48 hours post fertilization looks normal, as expected 

        -LAB MEDIA: 0123_PIname_Figure1.tif  (Replace 0123 with your jove video #)

5.2   However, embryos injected with the morpholino heg_e3i3_egfr1, which knocks down Heg isoforms

                     containing the first of two EGF-like repeats, exhibit brain edema.


        -LAB MEDIA: 0123_PIname_Figure2.tif


5.3   Injection of heart of glass mRNA also produced an obvious phenotype. At 24 hours post fertilization, 

        the heads of the uninjected controls look normal 

        -LAB MEDIA: 0123_PIname_Figure3.tif

5.4   Conversely, some of the embryos injected with the mRNA exhibit cyclopia     

                     -LAB MEDIA: 0123_PIname_Figure4.jpg

Please visit the following URL to see an example of how the results will look when complete:

http://www.jove.com/video/1597/results-example-mably?access=ksw0bprj
9. Conclusion (said by authors on camera)
Authors: Below are statements we would like you to complete that summarize and conclude the video. Only one statement should be chosen and completed per author who will be on camera demonstrating the protocol. In addition to choosing and filling out the appropriate statement, please enter the name of the individual who will say each line. You may revise the given prompts if necessary to better fit your protocol.
9.1. Maxim Kalashnikov: Don't forget that working with antibiotic-resistant pathogens can be extremely hazardous and precautions, such as aseptic technique, should always be taken while performing this procedure.   
9.2. Alexis Sauer-Budge: This technique will pave the way for researchers to explore how bacteria respond to stress and will impact the development of novel rapid diagnostics and the discovery of new drugs.
Provided Media

Authors, Please list all images, movie files, or 3-D rendered animations that can be included in the video per editor’s request.  The step in the script/video where these images will be inserted should be specified.   For example:

6.2 –  0123_PIname_Figure1.tif -  dual color imaging of tumor angiogenesis at 40X 

6.2 –  0123_PIname_Figure2.tif -  dual color imaging of tumor angiogenesis at 100X

Formats:  For static images we prefer .tiff, Illustrator, Powerpoint or Photoshop files at dimensions of at least 720X480 pixels and 300 dpi.  The higher resolution, the better.  Likewise any exported movie files should have at minimum these dimensions and be rendered to .mov, .mp4, or .avi files.  
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General Preparation

It’s critical for a smooth and organized shoot that all reagents are accounted for, in advance.   

Any overnight or long incubation steps should be recognized and specimens/samples be prepared in advance so that prior steps can be recorded and shooting can continue with pre-prepared specimens/samples.  

All tubes/flasks should be pre-labeled neatly before we arrive.  

Ex. Luciferase assay done in 96 well plates should be labeled with negative/positive control wells and experimental samples are labeled accordingly.
You will receive more detailed preparation instructions, as well as an introduction to your videographer, closer to your filming date.
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