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August 28, 2012
Zhao Chen, Ph.D.

Science Editor

Journal of Visualized Experiments
17 Sellers St., Cambridge, MA 02139

Dear Zhao:
It is our pleasure to submit for your consideration our invited piece by Niederriter et al entitled “In Vivo Modeling of the Morbid Human Genome using Danio rerio”. As discussed, we have worked to outline our systematic methods to functionally test the morbid human genome, drawing from the lessons we have learned over the past few years. The overall protocol is actually pretty straightforward and it stitches together well-established methods, although we have systematized this to make it applicable to a broad range of pathologies. In fact, I would imagine the genetic concepts we present will be the most interesting, although I also imagone that some of the phenotyping will be visually quite appealing.

We look forward to your input as we move on with this project.
My best wishes

Nico

Nicholas Katsanis, Ph.D.

Director, Center for Human Disease Modeling

Professor of Cell Biology

Distinguished Brumley Professor of Pediatrics

Duke University

644A Nanaline Duke Building

Durham, NC 27710

phone: 919 613 4694
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