Dear Dr. Charlotte Sage,
We would like to submit our manuscript entitled “Applying Pepscan epitope mapping to identify protein binding domains in bacterial virulence proteins” for consideration in the Journal of Visualized Experiments.
In the past year, our lab has published two manuscripts applying PepScan epitope mapping to identify interactions between bacterial virulence proteins. This is performed in collaboration with PepScan Presto in the Netherlands. This technique has never been applied to bacterial systems. This manuscript outlines the details of how Pepscan Epitope mapping is performed, and presents novel experimental results analyzing Chlamydia pneumoniae bacterial virulence proteins and their interactions. We identified binding domains on the type III secretion ATPase for 4 other proteins and mapped the interactions onto a predicted three-dimensional structure. 
This technique is applicable to a wide range of disciplines and we believe it is of interest to your readers.
Thank you for your consideration,
Chris Stone
PhD Candidate
McMaster University
