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	4:16 (VO: “To fix the cultured cells …”) – 8:49 (VO: “...at 1,400 RPM.”)



1. Overview Title TEXT: “Chromatin Immunoprecipitation (ChIP): A Method to Analyze Protein-DNA Binding Interactions” 
1.1. Begin by fixing cultured cells with formaldehyde to crosslink DNA-binding proteins to DNA.
1.2. Then, lyse [Pronunciation], or break open, the cells to expose the protein-DNA complexes. 
1.3. Next, sonicate [Pronunciation] the sample to shear DNA into fragments of uniform length. 
1.4. Add magnetic beads bound to antibodies that recognize the protein of interest.
1.5. Wash the magnetic beads to isolate the DNA- protein complexes. 
1.6. Add elution buffer to separate the DNA from the bead complex and remove the beads.  
1.7. Now, add a proteinase [pronunciation] to degrade proteins in the sample. 
1.8. Finally, amplify the purified DNA to use for further analysis. 
1.9. In the example protocol we will use this technique to determine the location of methylated [pronunciation] histone proteins. 
2. [bookmark: _GoBack]Protocol Title TEXT: “ChIP to Assess the Location Methylated Histone Proteins” 
Sources:
· http://www.bio.brandeis.edu/haberlab/jehsite/chIP.html
· https://www.cellsignal.com/contents/resources-applications-chromatin-immunoprecipitation/overview-of-chromatin-ip-assay-methodology/chip-assay-overview

